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proteasomal protein catabolic process
proteasome-mediated ubiquitin-dependent protein catabolic process

positive regulation of cell adhesion
regulation of autophagy

regulation of GTPase activity
regulation of protein catabolic process

ribosome biogenesis
Ras protein signal transduction

establishment of organelle localization
regulation of neuron projection development

focal adhesion
cell-substrate junction

mitochondrial matrix
vacuolar membrane

lysosomal membrane

nuclear speck
spindle

lytic vacuole membrane

protein−macromolecule adaptor activity
transcription coregulator

tubulin binding
cadherin binding

protein serine/threonine kinase activity
microtubule binding

GTPase binding
GTPase regulator activity

cell leading edge
microtubule

molecular adaptor activity
small GTPase binding
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