Additional file 3: Table S3. Analysis of differentially expressed entities identified

using GeneSpring

Genbank Gene Gene Name Fold P-value

Accession Symbol Change

NM_008491 Lcn2 Lipocalin 2 16.58 8.27E-06

NM_011315 Saa3 Serum amyloid A3 8.69 1.91E-04

BC150711 AI607873 Interferon activated gene 204 3.93 7.84E-05
homologue

NM_011854 Oasl2 2'-5' Oligoadenylate synthetase- 3.91 1.25E-04
like 2

NM_025378 Ifitm3 Interferon induced transmembrane  3.69 3.91E-05
protein

NM_009252 Serpina3n  Serine (or cysteine) peptidase 3.32 1.65E-04
inhibitor, clade A

NM_009099 Trim30 Tripartite motif-containing 30 3.28 9.56E-05

NM_008331 Ifitl Interferon-induced protein with 3.12 1.05E-04
tetratricopeptide repeats

NM_008329 Ifi204 Interferon activated gene 204 3.05 6.68E-05

NM_133871 Ifi44 Interferon activated gene 44 2.94 1.44E-04

NM_023386 Rtp4 Receptor transporter protein 4 2.93 4.51E-05

NM_021274 Cxcl10 chemokine (C-X-C motif) ligand 291 8.88E-05
10

NM_144559 Fcgrd Fc receptor, 1gG, low affinity IV 2.90 2.18E-05

NM_011150 Lgals3bp  Lectin, galactoside-binding, 2.89 5.40E-05

soluble, 3 binding protein
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Significance was calculated using an unpaired t-test and a Benjamini-Hochberg

multiple testing correction.

*Probe sets don’t map to annotated genes

**Annotations manually determined using Affymetrix online database, NetAffx



