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GO name

Allograft rejection
Fat digestion and absorption
AGE-RAGE signaling pathway in diabetic complications
Intestinal immune network for IgA production
TNF signaling pathway
Th17 cell differentiation
Thland Th2 cell differentiation
IL-17 signaling pathway
C-type lectin receptor signaling pathway
Cytosolic DNA-sensing pathway
NOD-like receptor signaling pathway
Toll-like receptor signaling pathway
Antigen processing and presentation

C and ion
Cell adhesion molecules(CAMs)
Osteoclast differentiation
Cellular senescence
Apoptosis
Lysosome
p53 signaling pathway
FoxO signaling pathway
HIF-1 signaling pathway
Chemokine signaling pathway
Cytokine-cytokine receptor interaction
MAPK signaling pathway
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