
A) 
                                             LPPRMKNWRDK     4B-CTD Helix-swop     
                                               EE E      4B-CTD TripleE  
                                                 S   S   4B-CTD sub-Cys  
                                               ▲▲ ▲     ▲   ▲     
GAVQWMNRLIAFASRGNHVSPRHYVPESEPAARVTQILSSLTITQLLKRLHQWINEDCSTPCS  AAA52748 (1b) 
GAVQWMNRLIAFASRGNHVAPTHYVAESDASQRVMQMLSSLTITSLLRRLHTWITEDCPVPCS  AAP55698 (2b) 
GAVQWMNRLIAFASRGNHVSPTHYVPESDAAARVTQILSSLTITHLLKRLHKWINDDCSTPCA  CAH64686 (4a) 
GANQWMNRLIAFASRGNHVSPTHYVPETDASKNVTQILSSLTITSLLRRLHQWVNEDASTPAS  ABE98160 (6a)              
       +      +  +   ++         +           +  ++ + 

                                             L KR HQ INE  putative membrane interface (GT1b) 
 
 

                                             L PR KN RDK  d-LDH    membrane interface (1FOX) 
   +   +    + +  +   +          +      +    +  ++ +  + +  ++ 
GTDK-MPFFFNLKGRTDAMLEKVKFFRPHFTDRAMQKFGHLFPSHLPPRMKNWRDKYEHHLLL  1FOX E.coli 
GTDK-MPTYFTLKGRMDAIFNRVPFLPVNLIDRIMQGLSRLLPSHLPKRLKEYRNRFEHHLIL  NP_930082 
GTHR-LPKLFALKAKVDRIAKKVSFLPNDFSDKFMQILSKAMPEHLPKSLWQYRDQFEHHLIV  YP_718994  
GTSR-LPALFGLKSRCDALFDRLGFLPSHFTDRVMQAASRLFPSHLPARMKQYRDKYEHHLML  ZP_01509494  
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