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GU434678.1/China/Hubei/EV71-Hubei-09-China/B5/2009 (B5)
AB204853.1/BrCr-ts/A (A)
AB575911.1/Netherlands/10076/B0/1966 (BO)
AB575912.1/Netherlands/10857/B0/1966 (BO)
DQ341354.1/Singapore/3799-SIN-98/B3/1998 (B3)
DQ341368.1/Malaysia/MY104-9-SAR-97/B3 (B3)
DQ341367.1/Malaysia/MY821-3-SAR-97/B3/1997 (B3)
AB550335.1/Malaysia/Labstrain/SK-EV006-LPS1/B3/1997 (B3)
AB550334.1/Malaysia/SK-EV006-org/B3/1997 (B3)

. AB469182.1/Malaysia/SK-EV006/Malaysia/97 (B3)
.JQ950555.1/Australia26M/AUS/4/99/GuaR1/B3/2010 (B3)
. EU364841.1/Australia/26M/AUS/4/99/B3/1999 (B3)
EF373575.1/Taiwan/E2002042-TW-CDC (B4)
FJ357377.1/Taiwan/S0296-TWO00/B4/2000 (B4)
FJ357376.1/Taiwan/S0318-TW01/B4/2001 (B4)

. DQ341366.1/Malaysia/SB2864-SAR-00/B4/2000 (B4)
DQ341365.1/Malaysia/PP37-MAL-01/B4/2001 (B4)
AF316321.2/Singapore/5865/sin/000009/B4 (B4)

. AF352027.1/Singapore/5666/sin/002209/B4 (B4)

. FJ357375.1/Taiwan/N7008-TW99/B4/1999 (B4)
AB550337.1/Japan/Labstrain/C7/Osaka-LPS1/B4/1997 (B4)
AB550336.1/Japan/C7/Osaka-org/B4/1997 (B4)
FJ461781.1/Singapore/NUH0083/SIN/08/B5/2008 (B5)
JF738001.1/Thailand/THA-EV71-019/B5/2009 (B5)
DQ341364.1/Singapore/5511-SIN-00 (B5)
JN992282.1/Brunei/BRU/2006/35334 (B5)

. FJ357378.1/Taiwan/N2838-TW03/B5/2003 (B5)
DQ341363.1/Malaysia/S19841-SAR-03/B5/2003 (B5)
DQ341362.1/Malaysia/SB12736-SAR-03/B4/2003 (B4)
JN964686.1/China/Fujian/EV71/Xiamen/2009/B5/2009 (B5)
GQ231942.1/Taiwan/TW/96016/08/B5 (B5)

. GQ231925.1/Taiwan/TW/1101/08/B5 (B5)
GQ231934.1/Taiwan/TW/70811/08/B5 (B5)

. GQ231943.1/Taiwan/TW/96022/08/B5 (B5)
GQ231935.1/Taiwan//TW/70886/08/B5 (B5)

. GQ231941.1/Taiwan/TW/96002/08/B5 (B5)
EU527985.1/Taiwan/2007-08747/2007/B5/2007 (B5)
FJ357385.1/Taiwan/M0380-TW08/B5/2008 (B5)
HM622390.1/Taiwan/2009-03531/B5/2009 (B5)

. GQ231936.1/Taiwan/TW/70902/08/B5 (B5)

. AB575927.1/Netherlands/11316/B2/1986 (B2)

. AB575928.1/Netherlands/11590/B2/1986 (B2)

. AB575923.1/Netherlands/20233/B2/1983 (B2)

. U22522.1/USA/MS/7423/87/B2/1987 (B2)

. FJ357384.1/Taiwan/266-TW86/B1/1986 (B1)

. F)357383.1/Taiwan/252-TW86/B1/1986 (B1)

. FJ)357380.1/Taiwan/237-TW86/B1/1986 (B1)

. FJ)357379.1/Taiwan/236-TW86/B1/1986 (B1)

. FJ357382.1/Taiwan/238-TW86/B1/1986 (B1)

. F)357381.1/Taiwan/244-TW86/B1/1986 (B1)
AB575914.1/Netherlands/17000/B1/1971 (B1)

. AB575913.1/Netherlands/11977/B1/1971 (B1)
AB575918.1/Netherlands/20574/B1/1978 (B1)

. AB575917.1/Netherlands/10196/B1/1977 (B1)
HQ189392.1/Hungary/HUN/1978/1978 (B1)
AB575916.1/Netherlands/16173/B1/1976 (B1)
AB575915.1/Netherlands/9443/B1/1974 (B1)
AB482183.1/Japan/Nagoya/B1/1973 (B1)

. HQ423143.1/China/Yunnan/KM186/09/2009/C4a/2009 (C4)
HQ423142.1/China/KMM/09/2009 (C4)
.JQ742001.1/China/Guangxi/AFP2001064/EV71/GX/CHN/2001/C4b/2001 (C4)
. EU131776.1/Taiwan/N3340-TW-02/C4b/2002 (C4)

. JX678885.1/China/Shanghai/SH-17/SH/CHN/2002/C4b/2002 (C4)

1IN7A90ND 1 /Chinma /ACDONANTINT1 /IEN/71/CY ICLN /IO0N0T 1CAWIOONT (C AN

3,000 3,100 3,110 3,120 3,130 3,140 3,150 3,160 3,170 3,180 3,190 3,200 3,210 3,220
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGCGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACAT
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ACCCTACATTTGGAGAGCACAAGCAAGAGAAGGATCTCGAGTATGGGGCATGCCCGAATAACATGATGGGCACATTCTCAGTGCGGACTGTGGGATCGTCAAAGTCAAAATATCCCTTAGTCATCAGAATATACAT
ACCCTACATTTGGAGAGCACAAGCAAGAGAAGGATCTCGAGTATGGGGCATGCCCGAATAACATGATGGGCACATTCTCAGTGCGCGACTGTGGGATCGTCACAGTCAAAATATCCCTTAGTCATCAGAATATACAT
ATCCCACGTTTGGAGAGCACAAACAGGAGAAGGATCTTGAATATGGAGCGTGTCCTAACAATATGATGGGTACTTTCTCAGTGCGGACTGTAGGGTCTTCGAAATCCAAGTACCCTCTAGTTATCAGAATATATAT
ATCCCACGTTTGGAGAGCACAAACAGGAGAAGGATCTTGAATATGGAGCGTGTCCTAACAATATGATGGGTACTTTCTCAGTGCGCGACTGTAGGGTCTTCGAAATCCAAGTACCCTCTAGTTGTCAGAATATATAT
ACCCTACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAATATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCAAAGTCCAAGTACCCTCTGGTTGTTAGAATATATAT
ACCCTACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAATATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAAATGTGGGGTCATCAAAGTCCAAATACCCTCTGGTTGTCAGAATATATAT
ACCCTACATTTGGAGAACATAAACAGGAGAAAGACCTTGAATATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAAATGTGGGGTCATCAAAGTCCAAGTACCCTCTGGTTGTCAGAATATATAT
ACCCTACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAATATGGAGCGTGTCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATTAAAGTCCAAGTACCCTCTGGTTGTCAGAATATATAT
ACCCTACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAATATGGAGCGTGTCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATTAAAGTCCAAGTACCCTCTGGTTGTCAGAATATATAT
ACCCTACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAATATGGAGCGTGTCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATTAAAGTCCAAGTACCCTCTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAATATGGAGCGTGTCCTAATAACATGATGGGCACTTTCTCGGTGCGAAATGTGGGGTCATCAAAGTCCAAGTACCCTCTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAATATGGAGCGTGTCCTAATAACATGATGGGCACTTTCTCGGTGCGAAATGTGGGGTCATCAAAGTCCAAGTACCCTCTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAGTATGGAGCGTGCCCCAATAATATGATGGGCACTTTCTCGGTGCGAACCGTGGGGTCATCAAAGTCCAAGTACCCTTTAGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAGTATGGAGCGTGCCCCAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCAAAGTCCAAGTACCCCTTAGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAGTATGGAGCGTGTCCCAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCAAAGTCCAAGTACCCTTTAGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAGTATGGAGCGTGTCCCAATAATATGATGGGCACTTTCTCGGTGCGAAATGTGGGGTCATCAAAGTCCAAGTACCCTTTGGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAACACAAGCAGGAGAAAGACCTTGAGTATGGAGCGTGCCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCAAAGTCCAAGTACCCTTTGGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGACCTTGAGTATGGAGCGTGCCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGTTCATCAAAGTCCAAGTATCCTTTGGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGACCTTGAGTATGGAGCGTGCCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCAAAGTCCAAGTATCCTTTGGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGACCTTGAGTATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACCGTGGGGTCATCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAGTATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACCGTGGGGTCATTAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGACCTTGAGTATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACCGTGGGGTCATTAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATACAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATACAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCATCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ACCCCACGTTCGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGCGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATACAT
ATCCCGCGTTTGGAGAGCACAAACAAGAGAAAGATCTTGAATACGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGCGACCGTGGGGTCTTCAAAGTCCAAGTATCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTATCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGCGACCGTGGGGTCTTCAAAGTCCAAGTATCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTATCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGCGACCGTGGGGTCTTCAAAGTCCAAGTATCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTATCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAACATGATGGGCACTTTCTCGGTGCGCGACCGTGGGGTCTTCAAAGTCCAAGTATCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAATATGGAGCATGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGT TAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAGTACGGAGCATGTCCTAACAACATGATGGGCACTTTCTCGGTGCGCGACCGTAGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ATCCCACGTTTGGAGAACACAAACAAGAGAAAGATCTTGAGTACGGAGCATGTCCTAACAACATGATGGGCACTTTCTCGGTGCGGACCGTGGGGTCTTCAAAGTCCAAGTACCCTTTGGTTGTCAGAATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATTGAAGTCCAAGTATCCCTTAGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAACAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAGTCCAAGTATCCCTTAGTTGTCAGGATATATAT
ACCCCACGTTTGGAGAGCATAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAGTCTAAGTATCCCTTAGTTGTCAGGATATATAT
ACCCTACGTTTGGAGAGCATAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAGTCCAAGTATCCCTTAGTCGTCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAAAAAGATCTTGAGTATGGAGCATGCCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCTTCGAAATCCAAGTATCCTTTAGTCATCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGAGCATGCCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTATCCTTTAGTCATCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAAAAAGATCTTGAGTATGGAGCATGCCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTATCCCTTAGTCATCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAAAAAGATCTTGAGTATGGAGCATGCCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTATCCTTTAGTCATCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAAAAAGATCTTGAGTATGGAGCATGTCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTATCCTTTAGTCATCAGGATATATAT
ACCCCACGTTTGGAGAACACAAACAGGAAAAAGATCTTGAGTATGGAGCATGCCCTAATAACATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTATCCTTTAGTCATCAGGATATATAT
ATCCCACATTTGGAGAGCATAAACAGGAGAAAGATCTCGAATATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTACCCCTTAGTCATCAGAATATATAT
ATCCCACATTTGGAGAGCATAAACAGGAGAAAGACCTCGAATATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTACCCCTTAGTCATCAGAATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGATCTTGAATATGGAGCGTGTCCTAATAATATGATGGGCACTTTCTCAGTGCGAACTGTGGGGTCATCGAAATCCAAGTATCCCTTAGTCATCAGAATATATAT
ACCCCACGTTTGGAGAGCATAAACAGGAGAAAGATCTTGAATATGGAGCATGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAGTCCAAGTATCCCTTAGTTATCAGGATATATAT
ACCCCACGTTTGGAGAACATAAACATGAGAAAGATCTTGAATATGGAGCATGCCCCAATAATATGATGGGTACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTATCCCTTAGTTATCAGAATATATAT
ACCCCACGTTTGGAGAACATAAACAGGAGAAAGATCTTGAATATGGAGCATGCCCTAATAATATGATGGGTACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTATCCCTTAGTTATCAGAATATATAT
ACCCCACGTTTGGAGAGCATAAACAGGAGAAAGATCTTGAATATGGAGCATGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATCGAAATCCAAGTACCCCTTAGTTATCAGGATATATAT
ACCCCACATTTGGAGAACATAAACAGGAGAAAGATCTTGAATATGGAGCATGTCCTAATAATATGATGGGCACTTTCTCGGTGCGAACTGTGGGGTCATTGAAATCCAAGTATCCCTTAGTTATCAGAATATATAT
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGTTAGGATTTATAT
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAATATGATGGGCACGTTCTCAGTGCGGACCGTGGGGACCTCCAAGTCCAAGTACCCTTTGGTGGTTAGGATTTACAT
ATCCCACATTCGGTGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCCAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACAT
ATCCTACATTCGGTGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACAT

ATCCTACATTCGGTGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACCGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACAT
AN ATTOCCATMAAACDACADACCACCT AN A AN AMAOMMAARAMAM O ATATMOCCANCANCATN AN OO RACATMOMAACTEO N CCCTMAC A ACCTOCAACTMOCANCTAC MMM AT A AMMAC CAMMMA N M
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. JX678885.1/China/Shanghai/SH-17/SH/CHN/2002/C4b/2002 (C4)
.JQ742002.1/China/AFP2001071/EV71/GX/CHN/2001/C4b/2001 (C4)
GU350629.1/China/AnHui/Fuyang-0805a (C4)
FJ194964.1/China/Guangdong/EV71/GDFS/3/2008/C4b/2008 (C4)
GQ994989.1/China/Chongqing/Chongqging1-09-China/2009/C4b/2009 (C4)
HM807310.1/Taiwan/cmuh-050530-5/2005 (C4)
AY465356.1/China/Shenzhen/SHZH03/C4b/2003 (C4)
JX678874.1/China/Chongqing/CQ03-1/CQ/CHN/2003/C4b/2003 (C4)
HQ647171.1/Canada/EV141-06/2006/C4a/2006 (C4)

. HQ647180.1/Canada/EV034-06/2006 (C4)
HQ647179.1/Canada/EV144-06/2006 (C4)
JX678886.1/China/Shanghai/SH-6/SH/CHN/2002/C4b/2002 (C4)
AB550339.1/Japan/Labstrain/75-Yamagata-LPS1/C4/2003 (C4)
AB550338.1/Japan/75-Yamagata-org/C4/2003 (C4)
DQ133459.1/Taiwan/1235/C4/2004 (C4)

. DQ133458.1/Taiwan/984/C4/2004 (C4)
FJ357373.1/Taiwan/S0584-TW04/C4/2004 (C4)
EF373576.1/Taiwan/E2004104-TW-CDC (C4)
GQ231938.1/TaiwanTW/71552/05 (C4)

. GQ231926.1/Taiwan/TW/1956/05/C4a/2005 (C4)
GQ231940.1/Taiwan/TW/72232/04/C4 (C4)

. GQ231937.1/Taiwan/TW/71428/05/C4 (C4)
GQ231939.1/Taiwan/TW/71595/04/C4 (C4)

. GQ231929.1/Taiwan/TW/2728/04/C4a/2004 (C4)
FJ357374.1/Taiwan/N2121-TW05/C4/2005 (C4)

. GQ231931.1/Taiwan/TW/2824/04/C4 (C4)
GQ231928.1/Taiwan/TW/2639/04/C4 (C4)

. GQ231927.1/Taiwan/TW/2429/04/C4 (C4)
GQ231930.1/Taiwan/TW/2815/04/C4 (C4)
JQ965759.1/Vietnam/540V/VNM/05/C4/2005 (C4)
GQ231932.1/Taiwan/TW/2871/04/C4 (C4)

. GQ994992.1/China/Henan/Henan2-09-China/2009/C4a/2009 (C4)
GQ279369.1/China/SZ/HK08-5/2008 (C4)
JX244184.1/China/SDLY48/C/2009 (C4)
FJ606447.1/China/Beijing/BJ08-Z004-3/2008/C4a/2008 (C4)
JQ681218.1/China/Henan/H8-1/C4a/2008 (C4)
GU196833.1/China/Henan1-09-China/2009 (C4)

0. HQ129932.1/China/BJ06-5)S06/06/C4/2006 (C4)

1. FJ607336.1/China/28/SHENZHEN/08/China/HFMD/2008/2008 (C4)
2. F)828519.1/China/BJ08/C4/2008 (C4)

3. FJ360545.1/China/GZ-08-02/C4/2008 (C4)

104. JX244182.1/China/SDLY1/2009 (C4)

10
10
10
10
10
11
11
11
11

5.JF820312.1/China/LCH01/C4/2010 (C4)

6. HM002488.1/China/B)366/2009 (C4)
7.GQ231933.1/Taiwan/TW/70516/08/C4a/2008 (C4)

8. KC109780.1/China/202/Jingdezhen/China/HFMDSevere/2011/C4/2011 (C4)
9. HM002485.1/China/BJ972008 (C4)

0. GU366191.1/China/Henan/Henan10-08-China/2008/C4a/2008 (C4)

1. FJ713137.1/Shanghai/Shanghai-036-2009/C4a/2009 (C4)

2. EU753384.2/China/Shandong/522-04T/SD/CHN/07/C4a/2007 (C4)

3. HM003207.1/China/87-2008-Xi'an-Shaanxi/2008 (C4)

114. EU753365.2/China/Shandong/518-03F/SD/CHN/07/C4a/2007 (C4)

11
11
11
11
11
12
12
12
12

5. EU753407.2/China/Shandong/TC03F/SD/CHN/07/C4a/2007 (C4)

6. GQ994988.1/China/Anhui/Anhuil-09-China/C4a/2009 (C4)
7.)Q708210.1/China/isolateTS/C4/2009 (C4)

8. HQ611148.1/China/AH08/06/C4/2008 (C4)

9. EU753398.2/China/Shandong/523-07T/SD/CHN/07/2007 (C4)

0. EU753397.2/China/Shandong/523-05T/SD/CHN/07/C4a/2007 (C4)
1. JX678882.1/China/Shandong/SD07-1/SD/CHN/2007/C4a/2007 (C4)
2. EU753375.2/China/Shandong/521-18S/SD/CHN/07/C4a/2007 (C4)
3. HM002487.1/China/BJ303/2008 (C4)

124.)X678878.1/China/Anhui/FY17.08-7/AH/CHN/2008/C4a/2008 (C4)

12
12

5.JX025561.1/China/FY7VP5/AH/CHN/2008 (C4)
6.)Q316638.1/China/HQ09231463/2011 (C4)
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ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
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ATATCCTACATTCGGTGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACCGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACA
ATACCCCACATTCGGTGAACACAAGCAGGAGAAAGATCTTGAATATGGGGCATGTCCCAACAACATGATGGGCACATTCTCAGTGCGGACCGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCTACATTCGGTGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGTACATTCTCAGTGCGGACCGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACGTTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTTTCGGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTAGT TAGGATTTACA
ATATCCCACATTCGGGGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAATATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGT GGT TAGGATATACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGAACCTCCAAATCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGAACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCTACGTTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACCGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACGTTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTGGTGGTTAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGTTAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGTTAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAATATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGTTAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACATTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAGCACAAACAGGAGAAAGATCTTGAGTATGGAGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGGGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCGTGCCCTAATAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGGACTTCCAAATCCAAGTATCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAATAACATGATGGGTACGTTCTCGGTGCGGACTGTAGGGACCTCCAAGTCCAAATATCCTTTAGT GAT TAGGATTTACA
ATATCCCACGTTTGGAGAACATAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAACAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTTTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTTTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTATA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGAACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGTATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCCAAATCCAAGTACCCTTTGGTGGT TAGGATTTACA
GTATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGCGACTGTAGGGACCTCCAAGTCCAAGTACCCCTTAGTGGTTAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAAAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGTACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAAAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGTACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATATTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGAACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCCAATAACATGATGGGCACATTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCATTAGTGGTTAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCCAATAATATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTATCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACA
GTATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAATATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTATCCTTTAGTGGTTAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGAATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCGCGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGAATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGAAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGAATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGAATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATCTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGAAT TTACA
ATATCCCACATTCGGAGAACATAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGCGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTCGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTCGGAGAACACAAACAGGAGAAAGATYTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGAATGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
ATATCCCACATTTGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGGCCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACA
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Identity

126.)Q316638.1/China/HQ09231463/2011 (C4)

127. HQ426649.1/China/Anhui/2010FJLY008/2010/C4a/2010 (C4)
128. GQ994991.1/China/Chongqging3-09-China/2009 (C4)

129. HM053670.1/China/strain-BJ393/2009 (C4)

130. FJ360544.1/China/GZ-08-01/C4/2008 (C4)

131. HQ998852.1/China/Henan/EV71/Henan/106/2009/C4a/2009 (C4)
132.JX244187.1/China/SDLY153/2010 (C4)

133. GQ994990.1China/Chongqing2-09-China/C4/2009 (C4)

134. EU864507.1/China/Zhejiang/EV71/Zhejiang08/2008/C4a/2008 (C4)
135. FJ194965.1/China/EV71/GDSG/17/2008/C/2008 (C4)

136. FJ607334.1/China/SHENZHEN/08/China/HFMD/2008/2008 (C4)
137. GQ279370.1/China/SZ/HK08-6/2008 (C4)

138. FJ607335.1/China/4/SHENZHEN/08/China/HFMD/2008/2008 (C4)
139.)Q736684.2/China/SHAPHC695F/SH/CHN/10/C4a/2010 (C4)
140.)JQ074187.1/China/Jinan1002/2010 (C4)
141.)Q074189.1/China/Jinan1005/2010 (C4)
142.)Q074188.1/China/EV71/Jinan1004/2010 (C4)
143.JF830007.1/China/Zhejiang/EV71/Ningbo.CHN/065/2010/C4a/2010 (C4)
144.)X111893.1/China/GD-DG2011-9/C4/2011 (C4)
145.JX111891.1/China/GD-DG2011-5/C4/2011 (C4)
146.JX111889.1/China/GD-DG2011-2/C4/2011 (C4)
147.)X111888.1/China/GD-DG2011-1/C4/2011 (C4)
148.JX111892.1/China/GD-DG2011-8/C4/2011 (C4)
149.JX111890.1/China/GD-DG2011-3/C4/2011 (C4)

150.JQ806378.1/China/Jiangxi/35/Jingdezhen/China/HFMDSevere/2011/C4a/2011 (C4)

151.JX017384.1/China/01011Y/2011 (C4)

152. HQ891925.1/China/Shanghai-36-2009/C4/2009 (C4)
153.JX244186.1/China/SDLY107/2010 (C4)

154. HQ850973.1/China/003/XM/2010/2010 (C4)

155. FJ360546.1/China/GZ-08-03/C4/2008 (C4)

156. HQ891926.1/China/Shanghai-51-2009/C4/2009 (C4)

157. GQ892830.1/China/GX/LZ (C4)
158.JN020147.1/China/Henan/Luoyang/2011/C4a/2011 (C4)
159.JQ517316.1/China/Henan/Kaifeng/2010/C4a/2010 (C4)

160. JN052925.1/China/Henan/Nanyang/2011-China/2011/C4a/2011 (C4)
161. HQ828086.1/China/Zhejiang/NBChina01/2010/C4a/2010 (C4)

162. JX986739.1/China/Wuhan1143/HuB/CHN/2011/C4/2011 (C4)

163. HQ407557.1/China/Liangning/LN009/2010/C4a/2010 (C4)
164.)Q074190.1/China/Shandong/Jinan1006/2010/C4a/2010 (C4)
165.JN001860.1/China/Zhejiang/NB/2010/01/C4a/2010 (C4)
166.)Q804832.1/China/EV71/Hubei-XF/CHN/2010/C4/2010 (C4)
167.)Q514785.1/China/BC08/C4a/2008 (C4)

168. HM053669.1/China/BJ293/2008 (C4)

169. HM002484.1/China/BJ67/2008 (C4)

170. GU396280.1/China/Gansu/EV71/Lanzhou01/GS/CHN/09/C4a/2009 (C4)
171. HQ400942.1/China/HZ08/Hangzhou/2008/C4/2008 (C4)

172. HQ891929.1/China/Shanghai-118-2009/C4/2009 (C4)

173. FJ607338.1/China/Shenzhen/605/SHENZHEN/08/China/HFMD/C4a/2008 (C4)
174.)X986737.1/China/Wuhan1042/HuB/CHN/2011/C4/2011 (C4)

175. HQ891927.1/China/Shanghai-64-2009/C4/2009 (C4)

176. HQ891928.1/China/Shanghai-117-2009/C4/2009 (C4)

177. HQ891924.1/China/Shanghai-28-2009/C4/2009 (C4)

178. HQ891923.1/China/Shanghai/Shanghai-27-2009/C4a/2009 (C4)

179. HM002489.1/China/Beijing/Beijing398/2009/C4a/2009 (C4)

180. JN256063.1/China/RDcells/M186-1179F/HeN/CHN/2009/C4a (C4)
181.JN256062.1/China/RDcells/M183-1176F/HeN/CHN/2009/C4a (C4)
182. JN256064.1/China/Henan/RDcells/M188-1181F/HeN/CHN/2009/C4a/2009 (C4)
183.JX678881.1/China/Henan/HeN09-17/HeN/CHN/2009/C4a/2009 (C4)
184.)X678880.1/China/Henan/HeN09-1/HeN/CHN/2009/C4a/2009 (C4)
185. EU812515.1/China/Anhui/FY23/2008/C4a/2008 (C4)

186. GU459071.1/China/FY23-K14/C4/2008 (C4)

187. GU459070.1/China/FY23-K12/C4/2008 (C4)
188.JX244185.1/China/SDLY96/2009 (C4)

190 IVOAA192 1/China/CHIV1IT/IONNQ (AN
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ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
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ATCCCACATTTGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGGCCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCGTGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACTTCCAAGTCCAAGTACCCTTTGGTGGT TAGGATTTACATG!
ACCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCTAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTATCCTTTAGTGGT TAGGATCTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGGGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTCTAGTGGTTAGGATTTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGTCCTAATAACATGATGGGTACATTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCATTAGTGGTTAGGAT TTACATG!
ATCCCACATTCGGGGAACATAAACAGGAGAAAGATCTCGAATACGGGGCATGTCCCAATAACATGATGGGCACGTTCTCAGTGCGGACTGTTGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATCTACATG!
ATCCCACATTCGGGGAACATAAACAGGAGAAAGATCTCGAATACGGGGCATGTCCCAATAACATGATGGGCACGTTCTCAGTGCGGACTGTTGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATCTACATG!
ATCCCACATTCGGGGAACATAAACAGGAGAAAGATCTCGAATACGGGGCATGTCCCAATAACATGATGGGCACGTTCTCAGTGCGGACTGTTGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATCTACATG!
ATCCCACATTCGGGGAACATAAACAGGAGAAAGATCTCGAATACGGGGCATGTCCCAATAACATGATGGGCACGTTCTCAGTGCGGACTGTTGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATCTACATG!
ATCCCACATTCGGGGAACATAAACAGGAGAAAGATCTCGAATACGGGGCATGTCCCAATAACATGATGGGCACGTTCTCAGTGCGGACTGTTGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATCTACATG!
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187. GU459070.1/China/FY23-K12/C4/2008 (C4)
188.JX244185.1/China/SDLY96/2009 (C4)
189.JX244183.1/China/SDLY11/2009 (C4)

190. JN256061.1/China/RDcells/G398-1037F/HeN/CHN/2009/C4a (C4)
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192.JF913464.1/China/Shandong/EV71/JN200803/2008/C4a/2008 (C4)
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195. JX678884.1/China/Shandong/SD09-21/SD/CHN/2009/C4a/2009 (C4)
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198. JF820315.1/China/AH01/C4/2010 (C4)

199. JF820314.1/China/BJ02/C4/2010 (C4)

200. JQ708209.1/China/isolateB)/C4/2010 (C4)

201. JF820316.1/China/BJ01/C4/2010 (C4)

202. JF820313.1/China/LCH02/C4/2010 (C4)

203. F)606449.1/China/BJ08-2020-1/2008 (C4)

204. GU198371.1/China/FY08-C30-P14/2008 (C4)

205. GU198370.1/China/C2/FY08-C30/2008 (C4)

206. GU198367.1/China/Anhui/FY08-C30-P2/2008/C4a/2008 (C4)

207. GU198369.1/China/C1/FY08-C30-P11/2008 (C4)

208. GU198368.1/China/C1/FY08-C30-P9/2008 (C4)

209. FJ439769.1/China/Anhui/Fuyang-0805/2008/C4a/2008 (C4)

210. EU703814.1/China/Anhui/2008/EV71/Fuyang.Anhui.P.R.C/17.08/3/2008/C4a/2008 (C4)
211. EU703812.1/China/Anhui/EV71/Fuyang.Anhui.P.R.C/17.08/1/2008/C4a/2008 (C4)
212.)X678875.1/China/Anhui/FY17.08-4/AH/CHN/2008/C4a/2008 (C4)
213. FJ158601.1/China/DTID/ZJU-74/2008 (C4)

214. FJ158600.1/China/Zhejiang/DTID/ZJU-62/2008/C4a/2008 (C4)

215. F)606448.1/China/BJ08-Z011-4/C4/2008 (C4)

216. EU703813.1/China/Anhui/EV71/Fuyang.Anhui.P.R.C/17.08/2/2008/C4a/2008 (C4)
217.JX678879.1/China/Anhui/FY17.08-8/AH/CHN/2008/C4a/2008 (C4)
218.)X678877.1/China/Anhui/FY17.08-6/AH/CHN/2008/C4a/2008 (C4)
219. JX678876.1/China/Anhui/FY17.08-5/AH/CHN/2008/C4a/2008 (C4)
220.JF799986.1/China/LabstrainGuangdong/2009 (C4)
221.JF738002.1/Thailand/THA-EV71-044/C4/2009 (C4)
222.F)607337.1/China/Shenzhen/121/SHENZHEN/08/China/HFMD-Fatal/2008/C4a/2008 (C4)
223.F)606450.1/China/BJ08-2025-5/2008 (C4)

224. HM622391.1/Taiwan/2008-00643/C2-like/2008 (C2)
225.)Q280307.1/Taiwan/3149/C2/2008 (C2)

226. HM622392.1/Taiwan/2008-07776/C2-like/2008 (C2)
227.EU527983.1/Taiwan/2007-07364/2007/C5/2007 (C5)

228. EF063152.1/Taiwan/E2005125-TW (C5)

229. DQ341355.1/SouthKorea/06-KOR-00/C3/2000 (C3)

230. DQ341356.1/SouthKorea/03-KOR-00/C3/2000 (C3)

231. AF119795.2/Taiwan/TW/2272/98/C/1998 (UNKNOWN)

232. AF119796.3/Taiwan/TW/2086/98/C2/1998 (C2)

233. DQ060149.1/Taiwan/pinf7-54A/C2/2005 (C2)

234. AF304457.1/Taiwan/5746/98/C2/1998 (C2)

235. AF176044.1/Taiwan/1245a/98/tw (C2)
236.JN544418.1/China/4643-TW98/C2/1998 (C2)

237. AF304458.1/Taiwan/Tainan/4643/98/C2 (C2)

238. AF304459.1/Taiwan/Tainan/6092/98/C2 (C2)

239. N544419.1/China/mousestrain/MP4/C2/2004 (C2)

240. AB550333.1/Japan/Labstrain/1095-LPS1/C2/1997 (C2)

241. AF136379.1/NCKU9822 (C2)

242. AB550332.1/Japan/1095-0rg/C2/1997 (C2)
243.JN992283.1/Australia/0964/SYD/98 (C2)

244. JX025559.1/Australia/Labstrain/LAZ60-TR.C2/2010 (C2)

245. DQ381846.1/Australia/6F/AUS/6/99/C2/1999 (C2)

246. DQ341357.1/Australia/7F-AUS-6-99 (C2)

247. AB575939.1/Netherlands/365/C2/2000 (C2)

248. HQ647173.1/Canada/EV003-07/2006 (C2)

249. HQ647168.1/Canada/EV92-07/2007 (C2)
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ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGGACCTCGAAATCCAAGTACCCATTAGTGGTCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGGACCTCGAAATCCAAGTACCCATTAGTGGTCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAATAACATGATGGGTACGTTTTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAATAACATGATGGGTACGTTTTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAATAACATGATGGGTACGTTTTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCTACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAATCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA



Consensus

Identity

216. EU703813.1/China/Anhui/EV71/Fuyang.Anhui.P.R.C/17.08/2/2008/C4a/2008 (C4)
217.)X678879.1/China/Anhui/FY17.08-8/AH/CHN/2008/C4a/2008 (C4)
218.JX678877.1/China/Anhui/FY17.08-6/AH/CHN/2008/C4a/2008 (C4)
219.JX678876.1/China/Anhui/FY17.08-5/AH/CHN/2008/C4a/2008 (C4)

220.JF799986.1/China/LabstrainGuangdong/2009 (C4)
221.JF738002.1/Thailand/THA-EV71-044/C4/2009 (C4)

222.F)607337.1/China/Shenzhen/121/SHENZHEN/08/China/HFMD-Fatal/2008/C4a/2008 (C4)

223.
224.

FJ606450.1/China/BJ08-Z025-5/2008 (C4)
HM622391.1/Taiwan/2008-00643/C2-like/2008 (C2)

225.)Q280307.1/Taiwan/3149/C2/2008 (C2)

226.
227.
228.
229.
230.
231.
232.
233.
234.
235.

HM622392.1/Taiwan/2008-07776/C2-like/2008 (C2)
EU527983.1/Taiwan/2007-07364/2007/C5/2007 (C5)
EF063152.1/Taiwan/E2005125-TW (C5)
DQ341355.1/SouthKorea/06-KOR-00/C3/2000 (C3)
DQ341356.1/SouthKorea/03-KOR-00/C3/2000 (C3)
AF119795.2/Taiwan/TW/2272/98/C/1998 (UNKNOWN)
AF119796.3/Taiwan/TW/2086/98/C2/1998 (C2)
DQ060149.1/Taiwan/pinf7-54A/C2/2005 (C2)
AF304457.1/Taiwan/5746/98/C2/1998 (C2)
AF176044.1/Taiwan/1245a/98/tw (C2)

236.JN544418.1/China/4643-TW98/C2/1998 (C2)

237.
238.
239.
240.
241.
242.

AF304458.1/Taiwan/Tainan/4643/98/C2 (C2)
AF304459.1/Taiwan/Tainan/6092/98/C2 (C2)
N544419.1/China/mousestrain/MP4/C2/2004 (C2)
AB550333.1/Japan/Labstrain/1095-LPS1/C2/1997 (C2)
AF136379.1/NCKU9822 (C2)
AB550332.1/Japan/1095-0rg/C2/1997 (C2)

243.JN992283.1/Australia/0964/SYD/98 (C2)
244.)X025559.1/Australia/Labstrain/LAZ60-TR.C2/2010 (C2)

245.
246.
247.
248.
249.
250.
251.
252.
253.
254,
255.
256.
257.
258.
259.
260.

DQ381846.1/Australia/6F/AUS/6/99/C2/1999 (C2)
DQ341357.1/Australia/7F-AUS-6-99 (C2)
AB575939.1/Netherlands/365/C2/2000 (C2)
HQ647173.1/Canada/EV003-07/2006 (C2)
HQ647168.1/Canada/EV92-07/2007 (C2)
HQ647174.1/Cana/EV123-07/2007 (C2)
HQ647170.1/Canada/EV124-07/2007 (C2)
HQ647176.1/Canada/EV049-07/2007 (C2)
HQ647169.1/Canada/EV090-07/2007 (C2)
HQ647178.1/Canada/EV082-07/2007 (C2)
HQ647177.1/Canada/EV073-07/2007 (C2)
HQ647175.1/Canada/EV053-07/2007 (C2)
HQ647167.1/Canda/EV054-07/2007 (C2)
FJ172159.1/Singapore/NUH0075/SIN/08/2008 (C2)
AB575942.1/Netherlands/3692/C2/2007 (C2)
AB575941.1/Netherlands/2485/C2/2007 (C2)

261.JN835312.1/France//MRS/09/3663/C3/2009 (C3)

262.
263.

AB575948.1/Netherlands/10118/C2/2010 (C2)
AB575938.1/Netherlands/10098/C1/2010 (C1)

264.JF738000.1/Thailand/THA-EV71-002/C1/2009 (C1)

265.
266.
267.
268.
269.
270.
271.
272.
273.
274.
275.
276.
277.
278.
279.

EU414335.2/Switzerland/PLdayl-CH-06/C1 (C1)
EU414334.2/Switzerland/PLday4-CH-06/C1 (C1)
EU414333.2/Switzerland/CSF-CH-06/C1 (C1)
EU414331.2/Switzerland/LR-CH-06/C1 (C1)
DQ341360.1/Malaysia/J115-MAL-01 (C1)
DQ341358.1/Malaysia/S40221-SAR-00/C1/2000 (C1)
AB550341.1/Malaysia/Labstrain/KED005-LPS2/C1/1997 (C1)
AB550340.1/Malaysia/KED005-0rg/C1/1997 (C1)
DQ452074.1/Norway/804/NO/03/C1/2003 (C1)
DQ341361.1/Australia/1M-AUS-12-00/C1 (C1)
AB575937.1/Netherlands/1416/C1/2001 (C1)
DQ341359.1/Malaysia/S10862-SAR-98/C1/1998 (C1)
HQ647172.1/Canada/EV063-04/1994 (C1)
AB575936.1/Netherlands/9612/C1/1991 (C1)
AB575935.1/Netherlands/480/C1/1991 (C1)

3,090 3,100 3,110 3,120 3,130 3,140 3,150 3,160 3,170 3,180 3,190 3,200 3,210 3,220

ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGCGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGAT TTACATGA
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ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATGA
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACATGA
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACATTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATGA
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATACGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTGGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACATGA
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATGA
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACATGA
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGTTAGGATTTACATGA
ATCCCACATTCGGAGAACACAAACAGGAGAAAGATCTTGAATATGGGGCATGTCCTAATAACATGATGGGCACGTTCTCAGTGCGGACTGTAGGGACCTCCAAGTCCAAGTACCCTTTAGTGGT TAGGATTTACATGA
ATCCCACGTTTGGTGAACACAAGCAGGAGAAGGACCTTGAATACGGGGCTTGCCCGAACAACATGATGGGTACGTTCTCAGTGCGTACTGTGGGAACTTCAAAGTCCAAATACCCATTGGTGATCAGGATTTATATGA
ATCCCACGTTTGGTGAACACAAGCAGGAGAAGGACCTTGAATACGGGGCTTGCCCGAACAACATGATGGGTACGTTCTCAGTGCGTACTGTGGGAACTTCAAAGTCCAAATACCCATTGGTGATCAGGATTTATATGA
ATCCCACGTTTGGTGAACACAAGCAGGAGAAGGACCTTGAATACGGGGCTTGCCCGAACAACATGATGGGTACGTTCTCAGTGCGTACTGTGGGAACTTCAAAGTCCAAATACCCATTGGTGATCAGGATTTATATGA
ATCCCACATTCGGTGAACACAAGCAAGAGAAAGACCTTGAATACGGGGCATGTCCAAACAACATGATGGGCACGTTCTCAGTGCGGACCGTGGGAACCTCGAAGTCCAAGTACCCTTTAGT TAT TAGAATTTACATGA
ATCCCACATTCGGAGAACACAAGCAAGAGAAAGACCTTGAATACGGGGCATGTCCAAACAATATGATGGGCACGTTCTCAGTGCGGACCGTGGGAACCTCGAAGTCCAAGTACCCTTTAGTTATTAGAATTTACATGA
ATCCCACCTTCGGTGAACACAAGCAGGAGAAAGACCTCGAGTATGGGGCATGCCCAAACAATATGATGGGCACATTCTCAGTGCGAACCGTAGGGACCTCAAAATCCAAGTACCCATTGGTGATCAGGATTTATATGA
ATCCCACCTTCGGTGAACACAAGCAGGAGAAAGACCTCGAGTATGGGGCATGCCCAAATAATATGATGGGCACATTCTCAGTGCGAACCGTAGGGACCTCAAAATCCAAGTACCCATTGGTGATCAGGATTTACATGA
ACCCCACGTTTGGAGAACACAAACAGGAGAAAGATCTTGAGTATGGAGCATGCCCTAATAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTGCCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGCGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGGACCTCGAAATCCAAGTACCCATTAGTGGTCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAACAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGCACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGGACCTCGAAATCCAAGTACCCATTAGTGGTCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAATAACATGATGGGTACGTTTTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAATAACATGATGGGTACGTTTTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAATAACATGATGGGTACGTTTTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCTACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAATCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTTGGTGAACACAAGCAGGAGAAAGACCTTGAATATGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTTGGTGAACACAAGCAGGAGAAAGACCTTGAATATGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGCTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCATTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCACTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCACTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCGGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCACTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCACTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAACAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCACTGGTGATCAGGATTTACATGA
ATCCCACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAATAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCACTGGTGATCAGGATTTACATGA
ATCCTACATTCGGTGAACACAAGCAGGAGAAAGACCTTGAATACGGGGCATGCCCAAATAACATGATGGGTACGTTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCACTGGTGATCAGGATTTACATGA
ATCCCACGTTCGGTGAGCACAAGCAGGAGAAAGATCTTGAATATGGGGCATGTCCAAACAATATGATGGGTACGTTCTCGGTGCGGACCGTGGGAACCTCGAAATCCAAGTACCCTTTGGTGATTAGGATTTACATGA
ATCCCACGTTTGGTGAGCACAAGCAAGAGAAAGACCTCGAATATGGGGCGTGTCCGAACAACATGATGGGCACGTTCTCAGTACGGACCGTGGGGACCTCGAAATCCAAATACCCTCTGGTGATTAGGATTTACATGA
ACCCCACGTTTGGTGAGCACAAGCAGGAGAAAGACCTCGAATATGGGGCGTGTCCGAACAACATGATGGGCACGTTTTCAGTACGGACCGTGGGGACCTCGAAATCTAAGTACCCTCTGGTGATTAGGATTTACATGA
ACCCCACGTTTGGTGAGCACAAGCAGGAGAAAGACCTCGAATATGGGGCGTGTCCGAACAACATGATGGGCACGTTTTCAGTACGGACCGTGGGGACCTCGAAATCTAAGTACCCTCTGGTGAT TAGGATTTACATGA
ACCCCACGTTTGGTGAGCACAAGCAGGAGAAAGACCTCGAATATGGGGCGTGTCCGAACAACATGATGGGCACGTTTTCAGTACGGACCGTGGGGACCTCGAAATCTAAGTACCCTCTGGTGATTAGGATTTACATGA
ACCCCACGTTTGGTGAGCACAAGCAGGAGAAAGACCTCGAATATGGGGCGTGTCCGAACAACATGATGGGCACGTTTTCAGTACGGACCGTGGGGACCTCGAAATCTAAGTACCCTCTGGTGAT TAGGATTTACATGA
ATCCCACGTTCGGTGAGCACAAGCAGGAGAAAGACCTTGAATATGGGGCATGTCCAAACAACATGATGGGCACGTTCTCAGTGCGGACCGTGGGAACCTCGAAGTCCAAGTACCCTTTGGTGATTAGGATTTACATGA
ATCCCACGTTCGGTGAGCACAAGCAGGAGAAAGACCTTGAATATGGGGCATGTCCAAACAATATGATGGGCACGTTCTCAGTTCGGACCGTGGGAACTTCGAAATCCAAGTACCCTTTGGTGATTAGGAT TTACATGA
ATCCCACGTTCGGTGAGCACAAGCAGGAGAAAGACCTTGAATATGGGGCATGTCCAAACAATATGATGGGCACGTTCTCAGTGCGGACCGTGGGAACCTCGAAATCCAAGTACCCTTTGGTGGTTAGGATTTACATGA
ATCCCACGTTCGGTGAGCACAAGCAGGAGAAAGACCTTGAATATGGGGCATGTCCAAACAATATGATGGGCACGTTCTCAGTGCGCGACCGTGGGAACCTCGAAATCCAAGTACCCTTTGGTGATTAGGAT TTACATGA
ACCCCACGTTCGGTGAGCACAAGCAGGAGAAAGACCTTGAATATGGGGCATGTCCAAACAATATGATGGGCACATTCTCAGTGCGGACTGTGGGAACCTCGAAGTCCAAGTACCCTTTGGTGATTAGAATTTATATGA
ACCCCACGTTCGGTGAGCACAAGCAGGAGAAAGACCTTGAGTATGGGGCATGTCCAAACAATATGATGGGCACGTTCTCAGTGCGCGACCGTGGGAACCTCGAAATCCAAGTACCCTTTGGTGATTAGGAT TTACATGA
ATCCCACGTTCGGTGAGCACAAGCAGGAGAAAGACCTTGAATATGGGGCATGTCCAAACAATATGATGGGCACATTCTCAGTGCGGACCGTGGGAACCTCGAAATCCAAGTACCCTTTGGTGATTAGGATTTACATGA
ATCCCACGTTTGGTGAGCACAAGCAAGAGAAAGACCTTGAATATGGGGCATGTCCAAACAACATGATGGGCACGTTCTCAGTGCGGACCGTAGGGACCTCGAAATCCAAGTACCCTTTGGTGATTAGGAT TTACATGA
ATCCCACGTTCGGTGAACACAAACAGGAGAAAGACCTTGAATATGGGGCATGCCCAAACAACATGATGGGCACGTTCTCAGTGCGGACCGTGGGGACCTCGAAGTCCAAGTACCCTTTGGTGATTAGGATTTACATGA
ACCCCACATTCGGTGAGCACAAGCAGGAGAAAGACCTTGAATACGGGGCGTGTCCAAATAACATGATGGGCACATTCTCAGTGCGGACTGTAGGAACCTCGAAGTCCAAGTACCCTTTGGTGATTAGGAT TTACATGA
ATCCCACATTCGGTGCGAGCACAAGCAGGAGAAAGACCTTGAATACGGGGCATGTCCAAACAACATGATGGG CACATTCTCAGTGCGGACTGTAGCGGGACCTCGCGAAGTCCAAGTACCCTTTGGTGATTAGGATTTACATGA
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