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Supplementary Figure 1. Composition of the respiratory microbiota across all patients at phylum and genus level. A. Stacked barplot depicting the relative abundance at phylum level for all samples. B. Stacked barplot depicting the relative abundance at genus level for all samples.
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[Prevotella] Erwinia Mycoplasma

Facklamia Neisseria

Abiotrophia

Acinetobacter Fusobacterium Oribacterium

Actinomyces Gemella Parvimonas

Aerococcus Granulicatella Peptostreptococcus

Aggregatibacter Haemophilus Porphyromonas

Anaerococcus Klebsiella Prevotella

Arthrobacter Kocuria Propionibacterium
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Bulleidia Leptotrichia Selenomonas

Campylobacter Leuconostoc Staphylococcus

Capnocytophaga Megasphaera Stenotrophomonas

Corynebacterium Methylotenera Streptococcus

Dialister Micrococcus Tannerella

Enhydrobacter Mogibacterium Veillonella

Enterococcus Moryella











