Average-linkage clustering of all categories of candidate upstream regulators identified as significantly activated or
inhibited in at least one of the four comparisons (|z|>2). Clustering results are presented as a heatmap and color coded according

to the magnitude of the z-score. Positive z-scores are colored in shades of red and negative z-scores in green.
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	Figure S2: Average-linkage clustering of all categories of candidate upstream regulators identified as significantly activated or inhibited in at least one of the four comparisons (|z|≥2). Clustering results are presented as a heatmap and color coded according to the magnitude of the z-score. Positive z-scores are colored in shades of red and negative z-scores in green. 

