Supplementary data table S-1: Genes Implicated in Systemic Lupus Erythematosus.

Symbol Chromosome | SLE LN Caucasians African Asian Hispanic CNV epigenetics miRNA
American
ATG5 6 YES [1][2] YES [1]'[3] YES [4]
ACTN4 19 YES [5] YES [5]
BANK1 YES [6] YES [6]
BLK YES [1]'[7]8] YES [7] YES [4]'[9]
[1][8113]
C1QA 1 YES YES [13]
[10][11][12]
C1lQB 1 YES YES [13]
[10][11][12]
Cc2 6 YES
[10][11][12]
C4A 6 YES YES [14] YES [14]
[10][11][12] (caucasians)
(14]
C4B 6 YES YES [14] YES [14]
[10][11][12] (caucasians)
(14]
ATF6B 6 YES [15]
(CREBL1)
CRP 1 YES [16] YES YES
[177[18][19] | [177[18][19]
CD44 11 YES [5] YES [5]
DNAJA1 9 YES [5] YES [5]




ETS1 11 YES [4][9]
FCGR1A 1 YES [16]
FCGR1B 1 YES [16]
FCGR2A 1 YES [16] YES [20] YES [1]
FCGR2B 1 YES [16]
FCGR3A 1 YES [21] YES [22][20] YES [23] YES LN [22]
FCGR3B 1 YES [21][24] | YES YES [22][26] YES [25]
glomerulo- [27][28]
nephritis [25]
FRK-PTPRD | 6;9 YES [5] YES [5]
pair
HLA-DRB1 YES [15] YES [3][15] YES [4] [9]
HLA-DRB2 6 YES [29] NO [30][31] YES [29] NO [29] YES [4][9]
HLA-DRB3 6 YES [29] NO [30][31] YES [29] [7] NO [29] YES [4][9]
ICA1 7 [1]
IKZF1 7 YES [3] YES [4]
IL10 YES [1] [3]
IL21 YES [32] YES [32] YES [32]
IRAK1 YES [33] YES [3] YES mirl46
(MECP2) [34]
IRF5 7 YES [35, 36] YES [1] [3] YES [4]'[9] YES mirl46

(34]




IRF53 (not YES [7] [8]

determined)

IRF8 16 YES [5] YES [5]

ITGAM 16 YES YES [38] [7] YES [38] NO [38]
(11711371 (1] [8]13]

JAZF1 7 YES [1][3]

KPNA1 3 YES [5] YES [5]

LRRC18 YES [4]'[9]

(WDFY4)

Lyn YES [1]

MECP2 X YES
[39]'[40][41]

MICB 6 YES [15] YES [15]

NMNAT2 1 YES [1]

NOTCH4 6 YES [42]

OR2H2 6 YES [15] YES [15]

PDCD1 2 YES [43] YES

[447[45][46]
[47]




PHRF1 11 YES [1][3]
PPP2CA 5 YES [48] NO [48] YES [48] YES [48]
PRDM1 6 YES [1][3]
(ATG5)
PTN 7 YES [5] YES [5]
PTPN22 1 YES [49] NO [50] YES
(1) (3]
PTTG1 5 YES [1]'[2]
PXK 3 YES [1][1][3]
RABGAPIL 1 YES [5] YES [5]
RASGRP3 2 YES [4]
RPS6KA1 1 YES [5] YES [5]
SERPIND1- 22'22 YES [5] YES [5]
PARVB pair
SCUBE1 YES [1]
SKIV2L 6 YES [51]
SLC15A4 12 YES [3] YES [4]
SPP1 YES [52]
STAT1 YES mirl46

[34]




STAT4 2 YES [53] YES [54] YES [7] YES YES [4] [9]

(1] [8] [3]
SYK YES [5] YES [5]
TAP2 YES [55]
TNFAIP3 YES [8] YES [8][3] YES [4] [9]
TNFSF4 1 YES [56][57] YES [3] YES [4]
TNIP1 5 YES [1][3] YES [4]
TRAF6 11 YES mirl46

[34]
TREX1 3 YES [58]
TRIM27 6 YES [15] YES [15]
TRIM31 6 YES [42]
TYK2 19 YES
[35]'[39]'[3]

UBE2L3 (HIC) | 22 YES [1][2][5] YES [1] [3] YES [4]
UHRF1BP1 6 YES [1] [3]
XKR6 YES [1]
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