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Velasco et al., Additional File 10 

Additional File 10. Analysis of relative promoter methylation at TEX12 and DDX4 
germline genes in whole blood and buccal swabs of ICF patients. Methylation analysis 
in whole blood (A) and buccal swabs (B) was assessed as in Figure 2. Error bars represent 
standard error. WB, Control whole blood from healthy donors; BS, control buccal swab.  


