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Supplementary Figure S4. Forest plots showing hazard ratios (HRs) obtained by univariate 

Cox analysis for (A) overall survival (OS) and (B) progression-free survival (PFS) according 

to the presence of specific chromosomal abnormalities using patients with lymphoma bone 

marrow involvement and normal karyotype as a reference group in R-CHOP-treated patients 

having either abnormal karyotypes or histologic BM involvement (n = 200).

A


