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Histology

Focality

LNM

Smoking

Stage

Sex

Age

p2 ctDNA

Other

LUSC

LUAD

Uni

Multi

LNM

None

Ever

Never

III

II

I

M

F

>=63

<63

Positive

Negative

(N=6)

(N=21)

(N=100)

(N=83)

(N=44)

(N=59)

(N=68)

(N=33)

(N=94)

(N=48)

(N=24)

(N=55)

(N=72)

(N=55)

(N=66)

(N=61)

(N=17)

(N=101)

5.77

1.12
reference

0.60
reference

4.16
reference

1.11
reference

0.92

0.99
reference

2.72
reference

0.83
reference

4.17
reference

(0.97 − 34.4)

(0.43 −  2.9)

(0.27 −  1.4)

(0.64 − 26.8)

(0.44 −  2.8)

(0.13 −  6.5)

(0.17 −  5.9)

(1.05 −  7.1)

(0.40 −  1.7)

(1.80 −  9.7)

0.054

0.818

0.218

0.134

0.825

0.935

0.988

0.04 *

0.603

<0.001 ***

# Events: 34; Global p−value (Log−Rank): 0.00054199 
AIC: 295.68; Concordance Index: 0.75
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(N=66)

(N=61)
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6.79

1.51
reference

0.50
reference

5.53
reference

0.83
reference

0.85

1.08
reference

2.22
reference

0.90
reference

4.59
reference

(0.721 − 64.0)

(0.459 −  5.0)

(0.172 −  1.5)

(0.596 − 51.4)

(0.225 −  3.1)

(0.078 −  9.4)

(0.108 − 10.8)

(0.763 −  6.5)

(0.342 −  2.4)

(1.681 − 12.5)

0.094

0.495

0.212

0.132

0.784

0.896

0.95

0.143

0.836

0.003 **

# Events: 21; Global p−value (Log−Rank): 0.0072828 
AIC: 176.32; Concordance Index: 0.8
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