Supplementary Table S7. Primer sequences used in the study
	Primer name
	Primer sequences
	Enzyme

	Primers for real-time PCR:
	
	

	FOXC1 sense: 
	5'- TGTTCGAGTCACAGAGGATCG -3'
	

	FOXC1 antisense:
	5'- ACAGTCGTAGACGAAAGCTCC -3'
	

	CTH sense: 
	5’- AAAGACGCCTCCTCACAAGG -3’
	

	CTH antisense: 
	5’- AAGGCAATTCCTAGTGGGATTTC -3’
	

	DNMT3B sense: 
	5’- AGGGAAGACTCGATCCTCGTC -3’
	

	DNMT3B antisense: 
	5’- GTGTGTAGCTTAGCAGACTGG -3’
	

	ACTB sense:
	5’- CATGTACGTTGCTATCCAGGC -3’
	

	ACTB antisense:
	5’- CTCCTTAATGTCACGCACGAT -3’
	

	Primers for DNMT3B promoter construct:
	

	（-1303/+109）DNMT3B sense:
	5’- ATATGGTACCACCCACACAGATGTGGTT -3’
	KpnI

	（-924/+109）DNMT3B sense:
	5’- ATATGGTACCTTAAGGTAGCATATACCT -3’
	KpnI

	（-808/+109）DNMT3B sense:
	5’- ATATGGTACCTACTGCGTGGAGACAGAC-3’
	KpnI

	（-195/+109）DNMT3B sense:
	5’- ATATGGTACCAGGCTCCGAGCGATTTCA -3’
	KpnI

	Antisense:
	5’- ATATAAGCTTTGAATGAATGAATCACCT -3’
	HindIII

	Primers for DNMT3B promoter site-directed mutagenesis:
FOXC1 binding site:
	

	binding site 3 mutation sense:
	5’-TAGGGGAATGTcggtAGGAAAACAGA-3’
	

	binding site 3 mutation antisense:
	5’-TCTGTTTTCCTaccgACATTCCCCTA-3’
	

	binding site 2 mutation sense:
	5’-ATTCAACACATgccgATTGAGCATCT-3’
	

	binding site 2 mutation antisense:
	5’-AGATGCTCAATcggcATGTGTTGAAT-3’
	

	binding site 1 mutation sense:
	5’-CACAAGCAGGTggctAAGCAAATATG-3’
	

	binding site 1 mutation antisense:
	5’-CATATTTGCTTagccACCTGCTTGTG-3’

	Primers used for ChIP in the DNMT3B promoter:
	

	distant region sense:
	5’-TGTAATCCGAGCTACTTG-3’
	

	distant region antisense:
	5’-GTCCAGTCCATTGGTGCA-3’
	

	binding site 3 sense:
	5’-CACTATAAGCACTTGGAG-3’
	

	binding site 3 antisense:
	5’-AGCACTTACCGCGATCTG-3’
	

	binding site 2/1 sense:
	5’-TCCTATAGGGGCTTACAG-3’
	

	binding site 2/1 antisense:
	5’-CAGGCATGGACTGACTGA-3’
	

	Primers for FOXC1 promoter construct:
	

	(-1707/+246) FOXC1 sense:
	5’-ATATACGCGTCGATGTCAATGTCCATTA-3’
	MluI

	(-1058/+246) FOXC1 sense:
	5’-ATATACGCGTTGCTAATGTCACCGAGCC-3’
	MluI

	(-422/+246) FOXC1 sense:
	5’-ATATACGCGTAAGGGTCTGCACGGGGTC-3’
	MluI

	(-66/+246) FOXC1 sense:
	5’-ATATACGCGTGTGACGGATGCTCAAAAG-3’
	MluI

	antisense: 
	5’-ATATAAGCTTGTGGAGTCTCTACCGTCA-3’ 
	HindIII

	Primers for FOXC1 promoter site-directed mutagenesis:
	

	ELK1 binding site:
	
	

	binding site 2 mutation sense:
	5’-GAACGGCCGTCatgcACTCCCAGCAG-3’
	

	binding site 2 mutation antisense:
	5’-CTGCTGGGAGTgcatGACGGCCGTTC-3’
	

	binding site 1 mutation sense:
	5’-CTCCGCTGCCCtacgAAAAGTGTAAC-3’
	

	binding site 1 mutation antisense:
	5’-GTTACACTTTTcgtaGGGCAGCGGAG-3’
	

	ATF2 binding site
	
	

	binding site 1 mutation sense:
	5’-AAAGCCGGAGAtagtAGTGACCCGAG-3’
	

	binding site 1 mutation antisense：
	5’-CTCGGGTCACTactaTCTCCGGCTTT-3’
	

	SP1 binding site
	
	

	binding site 2 mutation sense:
	5’-CGCGAACGGCGatCagtGGTCCGGAGGG-3’
	

	binding site 2 mutation antisense:
	5’-CCCTCCGGACCactGatCGCCGTTCGCG-3’
	

	binding site 1 mutation sense:
	5’-GCCGCTGGCGGtaCattGCTCCGCTGCC-3’
	

	binding site 1 mutation antisense:
	5’-GGCAGCGGAGCaatGtaCCGCCAGCGGC-3’
	

	Primers used for ChIP in the FOXC1 promoter:
	

	distant region sense:
	5’-TCTAGGTGCGACCCTGGA-3’
	

	distant region antisense:
	5’-TGTCTAAGAGCTTAACGC-3’
	

	binding site 2 sense:
	5’-CTCATCTGAGCCGAAACG-3’
	

	binding site 2 antisense:
	5’-CTGTCCTGAACTCGGCTA-3’ 
	

	binding site 1 sense:
	5’-ATTCGGAGGCGGTTCTCA-3’
	

	binding site 1 antisense:
	5’-GCCGCTTAAGGAAGCATT-3’
	　

	Primers used for BGS in the CTH promoter

	CTH-BGS-sense
	5’-GAGAATTTAAGTTGTAAATTGGG-3’
	

	CTH-BGS-antisense
	5’-ACTATAATAATTACCTCTAACCACCATCC-3’
	

	Primers used for MSP in the CTH promoter

	CTH-MF1
	5’-GAGGTTATAGAGACGTTCGGGT-3’
	

	CTH-MR1
	5’-CCTTATTAACTAACAACAAAAACG-3’
	

	CTH-UF1
	5’-TGAGGTTATAGAGATGTTTGGG-3’
	

	CTH-UR1
	5’-CTTATTAACTAACAACAAAAACATTA-3’
	



