
Table S2. The top 6 mRNAs with differential m6A methylation modifications were

screened out.

Gene Foldchange(log2-Scaled) P-value(paired t-test)

TMBIM6 0.649519554 0.033421116

ATAD3A 0.626995376 0.049728946

CASP9 0.667971081 0.033006025

MAP3K6 0.617107056 0.000669577

CPNE5 0.614209974 0.020752312

HMG20A 0.736722214 0.029893781

Abbreviation: ATAD3A: ATPase family AAA domain containing 3A; CASP9:

caspase 9; CPNE5: copine 5; HMG20A: high mobility group 20A; MAP3K6:

mitogen-activated protein kinase kinase kinase 6; TMBIM6: transmembrane BAX

inhibitor motif containing 6;
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