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Figure S1: Mcs5a is associated with decreased conA-induced CD25 upregulation in T-

cells. A. Average ± sem percentage of CD25+ T-cells from spleens of susceptible congenic 

control (open bars; n=22) and Mcs5a congenic resistant rats (filled bars; n=22) 24h after conA-

stimulation. B. Average ± sem percentage of CD134+ T-cells from spleens of susceptible 

congenic control (open bars, n=7) and Mcs5a congenic resistant rats (filled bars; n=7) 24h after 

conA-stimulation. Significantly different (P<0.05) expression of CD25 on T-cells between 

susceptible congenic control and Mcs5a resistant congenic rat lines is indicated with an 

asterisk.  

 

Figure S2: Mcs5a is associated with activation induced changes in reduced thiol levels 

and mitochondrial membrane potential T-cells. A. Average ± sem percentage of 

monochlorobimane (MCB) fluorescence intensity in T-cells from susceptible congenic control 

(open bars; n=6) and Mcs5a congenic resistant rats (filled bars; n=6) 24h after conA-stimulation. 

B. Average ± sem ratio of fluorescence emission at 575nm and 530nm wavelengths in JC1 

stained T-cells from spleens of susceptible congenic control (open bars, n=7) and Mcs5a 

congenic resistant rats (filled bars; n=7) 24h after conA-stimulation. Significantly different 

(P<0.05) reduced thiol levels and mitochondrial membrane potential between susceptible 

congenic control and Mcs5a resistant congenic rat lines is indicated with an asterisk.  

   

 


