
ttcgtgcaggctttagtataaggctggaaggatggaaatagctccctcatcaatttacgg

gacagtggttggtgaagccttaaaatgccaatgttccaggaacactgttatcggttccag

gactattgttgctttaagcccccaccttgagcattcagagaagagagattactaagacga

agttgcagatgtctctttaaaaaaggagagaggattcctcgagccacgccctcttctcat

taatattaaattattgtgaatattgatgtgggggcgtggcgccttggccagctgggctag

ccagccaggggttcccggtttcacagagaggaaagtgacagaagacgtgcggagggagac

gcagagacagaggagaggccggcagccacccagtctcgggggagcacttagctcccccgc

cccggctcccaccctgtccggggggctcctgaagccctcagccccaaccccgggctcccc

atggaagccagctgtgccccaggaggagcaggaggaggtggagtcggctgaatgcccacg

gtgcgcccggggcccctgagcccatcccgctcctagccgctgccctaaggcccccgcgcg

ccccgcgccccccacccggggccgcgccgcctccgtccgcccctcccccggggcttcgcc

ccggacctgccccccgcccgtttgccagcgctcaggcaggagctctggactgggcgcgcc

gccgccctggagtgagggaagcccagtggaagggggtcccgggagccggctgcgATGGAC

GCCGTCTTGGAACCCTTCCCGGCCGACAGGCTGTTCCCCGGATCCAGCTTCCTGGACTTG

GGGGATCTGAACGAGTCGGACTTCCTCAACAATGCGGTAAGATGAAGGGTCTCCGTTCCC

GTTCCACCCCTCGGCACCCGTCCTCGCGGCGCGCCTGGGCCCCTAGAAGGACCCGACTAC

ACATCACTGGGCAGGAGCCGGGGAGAGGGTTCAGCGCAGGGTCTCCAGGAGCGACATGTG

TTTGGAGCTAAGCGCCCCTCCTGGGGGCTCAATCTTTGAATACACTGGCCTCCACCTTCT

AGGGGGAAGGGGCCATCGAGGTATCGGGTCCGTCCGATCCTCGGATCTGAGCTCAAGAGA

CACCAATCCCGCCCTCCACCCACGTCTTCTAGCCGTCCCCAACCCACCCCAGGTTCCAGG

ACCAGACTGGGCGCAAAGTGGCAGCGCCCTTTCCTGCGCCTCCCTTGGGGCTTCGGTGGC

TCATAGGCTGGATCTCCGCTGGGGGGCGCACCGGGGAACGTTCAGAGGGCCTGAGACCCG

ACCCCTCGGGGAAGCCAGGCCCAGAAATTTCAGGGTGCTACCCTGGCAGCCCCAGGGAAT
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Fig. S2. Ward et al. 


