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W M p53 (tetramer (complex)
JUN/EOS/RACO-1_(complex)
JUN/FOS/CRTC1_(complex)

JUN/FOS/TRIP6 (complex)

JUN/FOS/GATAZ_(complex)

JUN/FOS/TCF4/beta catenin_(complex)
El\)/léDB/SMAD4/JUN7FOS (complex)
JUN/FOS/GR/TRIPG6/cortisol/GR_alpha_(dimer)_(complex)

I G2/M _transition DNA damage_checkpoint_(abstract)
p53_(tetramer)/NF-Y_{complex)
primary_microRNA_processing_(abstract)
p53 (tetramer)/Drosha/DGCR8/p68 helicase (complex)
p53/Cbp/p300/CARM1/PRMT1 (tetramer) (complex)

I I[|3_53 (tetramer)/SP1_(complex)™

p53/mSin3A_(complex)

53/RB_(complex)

ASL/FAS _Receptor_monomer_(complex)
FASL/FAS_Rece C_E)tor Trimer_(complex)
EAA%T (trimer)/LFG_(complex)

PDGF/PDGFRA/Caveolin-1_(complex)
MET/beta_catenin_(comp Iel\?
TGFB/TGFBR2/TGFBR1/SMAD7/YAPG65 (complex)
-KIT (S741746)/PKC_alpha_(complex)
FRP1T
bZip_(famil
RELA/p50/ATF-2/IRF/c-JUN/HMG1/PCAF (complex)
RELA/p50/ATF 2/IRF/c=JUN/HMG1 comBlex
HIF-1-alpha/ARNT/CREB/p300/JAB1/c-J
ERM/c-JUN_(complex)
JUN/FOS/NFAT1_(complex
NFAT1/JUN/FOS (complex
NFAT1/FOXP3_(complex)
regulation_of cell cycle (abstract)
Fra2/JUN_(complex
JUN/JUND_(complex
JUN/JUNB (complex
JUN/Cbp_(complex
RB1/JUN (complex
JUN/ATF3 (complex)
JUN/FOSB_(complex)
JNK cascade (abstract)
JUN/CREB1_(comp Iex)
dNp63a_(tetramer)/p14ARF_(complex)
TP63-2
STAT6 ;\c‘hmeri complex)

(complex)

STAT6 (dimer)/ETS1 (complex)
JUN/JUN-FOS/RACO-1_(complex)
JUN/JUN-FOS/JAB1 (complex)
JUN/JUN-FOS/BAGT_(complex)
JUN-FOS (family)
jH“/JUN 'FOS/pSOO (complex)
JUN_(dimer) complex)
JUN/JUN- FG (complex)
AP- 1(cJun/cFos phosphorylated (complex)
NFAT1-c-4/ICE (com lex)
JUN/NFAT1-c-4/p21SNFT_(complex)
NFAT1-c-4/PPARG_(complex)
AP1 (complex)
JUN/ATF2_(complex)
AP-1_heterodimer_phosphorylated_(complex)
ATF2/JUN (complex)
c—JUN/ATF-2_(complex)
ATF2/c-Jun_(complex)
JUN/FOS_(complex)
JUN/FOS/NFAT1-c—-4_(complex)
MIR34A (miRNA)
HIF1A/ARNT _(complex)

E 63a_(tetramer)_(complex)

rna

DLEU2 rna
MIR146A mlRNA
MIR22 g{
MIRLET G (miRNA)
MIR26A1 (FanNA)
MIR23B_(miRNA
MIR26B _(miRNA
MIR26AZ_(miRNA)
MY C/Max_(complex)
E2F1/DP_(complex)
FOXM1
MIR9-3 (miRNA)
MIR17_(miRNA
MIR1471_ (miRN
MIR338 (miRNA
MIR429 (miRNA
MIR200A_(miRNA)
MYC/Max/PML4 (complex)
MY C/Max/p14ARF_(complex)
MYC/Max/DNA replication_preinitiation_complex_(complex)
MYC/Max/P-TEFb_(complex)
MYC/Max/RPL11_{complex)
MY C/Max/HDAC3_(complex)
MYC/Max/HBP1_(comp Iex
MY C/Max/Cbp/p300 com Iexg
My(BZ/Max/TR AP/T 60/TIP49A/TIP49B/BAF53 (complex)
XBP1-2
E2F1
E2F1/DP/TopBP1_(complex)
E2F1/DP/H AC1_(compIex)
E2F1/DP/PCAF_{complex)

B W DP_(family)

Cell_cycle promoting E2Fs_(family)
hospho—E2F1/E2F 3 (family)
2F1/E2F3_(family)
DP-1/E2F1_complex_(complex)
E2F-1/DP-1_(complex)
MAGE-G1/E2F1_(complex)
MYC
Myc/Max_heterodimer (complex)
MYC/Max/NF-Y_(complex)
rRNA _transcription_(abstract)

B MAX
SMAD2-3/SMAD4/MYC/Max/MIZ-1_(complex)
transcription from RNA erase |l promoter (abstract)

m
MYC/Max/TRRAP7GCN5})S AF6SG/S'PT3/TAF9/TA141 0/TAF12/core_Mediator_(comple:

MY C/Max/MIZ- 1/ZO%}I_(comé)lex
MY C/Max/MIZ-1/DNMT3A/GFI1_(complex)

MY C/Max/MIZ-1 complex
MY C/Max/PIM1_(comple
MIZ-1/p300 (complex
MIZ-1/IRF8 (complex

PRDX3
NPM1
UBTF
UBF-1/rDNA Promoter_(complex)
glm G1/PP2A-Bprime_(complex)
P2R4
PP2A-Bprime_(complex)
GREB1
ABCA3
ERA-ERB_(family)
AP1B1
TFRC
PDCD10
H2AFZ
GAPDH
HSP90AA1
POLR3D
YIF1A
NME2
M Max/c—-MYC_ (complex)
RUVBL1
TIP49A/TIP49B_(complex)
HJURP Complex (without CENPA-H4 tetramer) (complex)
RUVBLZ2
U4 ATAC snRNP_(complex
U6 ATAC snRNP_(complex
U11T snRNP_(complex)
snRNP_Sm_core_complex_(complex)
a—cMyb m(famlly
NSU PM1/Nucleolin_(complex)
CCT/TriC(ATP)/unfolded_tubulin_complex_(complex)
CCT/TriC(ATP)_(complex)
CCT/TriC(AD com lex)
PPP2R1A/PPP2CA/P P2R2A (complex)
PP2A (Aalpha/B55alpha/Calpha)_(complex)
YEATS4
CBX4
Methylosome (complex)
TMEM126A
cytochrome_b-c1_complex_(complex)
WAVE2/Nap1/SraT/ABI1_(complex)
Chromosomal_passenger_complex_(complex)
Chromosome “passenger_complex_(complex)
CCNB2
AURKB
hSgo1/Aurora_B/Survivin_(complex)
ACI\Cl)é(%/CdM)_targeted cell_cycle proteins_(family)
TPX2
Aurora A/TPX2_(complex)
CENP/-T
Cyclin_B2/phospho-Cdc2(Thr_14 Thr 161) (complex)
cl|n B2/phospho- Cdc2 Thr_167)_(compléex)
Phospho- cI|n B1 /phos ho Cdc2(Thr_161)_(complex)
Cyclin_B1/phospho 'Cdc2 hr 1 (complex)
Cyclin_B/Cdc2 complex complex
Cyclin_B/Cdk1_complex_(complex
Cyclin_B/phospho—-Cdc2(Thr_14)_(complex)
Mitotic _checkpoint complex (complex)
hBUBR1/hBUB3/MAD2*/CDC20_complex_(complex)
hBUBR1/hBUB3/MAD2* complex (complex)
Centromeric_Chromatin/CENPH-T_Complex_(complex)
f\)/lhosgz)horyla’['ed Mcm2-7_complex_(complex)

7 _complex_(complex)
Kinetochore/Mad1/MAD2 Complex_ (complex)
Kinetochore/Mad1/MAD2* Complex_(complex)
MAD2*CDC20 _complex_(complex)

TOP2A
CDK4/CYCLIN_D1/PCNA_(complex)
FEN1/PCNA complex (complex)
RZZ complex com plex)

DNA Pol al rimase (complex)

H BN B B B D B DN DN H B BN ] ] B BN W W SKI/SIN3a/ Co 1/TIF1B/Myb_ (complex)

ErbB4/ErbB4 (complex)
ERBB4jmAcyt1m80_dimer_(complex)
ERBB4jmAcyt1s80_dimer_(complex)
E2/ER alpha (dimer) (complex
ER_alpha/Gai/GDP/Gbeta_gamma_(complex)
ERBB4s80/ESR1_(complex
ERA/MTA1/HDAC1/LMO4_(complex)
HES1/Myb (complex)

.&53/MY /SIN3A_(complex

yb/PAX5/LEF1_(complex

Myb/MAF (complex)

Myb/C\)) complex)
b/CYP-40 (complex)

Myb/GATA1 _(complex)

ribosome biogenesis_(abstract)

5.8 S rRNA S%rna

Estrogen/Esfro en/ER _alpha/ER_alpha_(complex)

Estrogen/ER _alpha_(complex)

E2/ERA d|merF (complex)

E2/ERA_(complex)

ESR1
E2/ERA (dimer)/AIB1 (complex)
E2/ERA (dimer)/NEDD8/UBC12/UBA3_(complex)
E2/ERA_(dimer)/ERAP140 (complex)
Estrogen/ER _alpha/PELP1_(complex)
E2/ERA _(dimer)/DAX-1_(complex)
E2/ERA_(dimer)/MED1_(complex)
E2/ERA_(dimer)/BRCAT_(complex)
E2/ERA_(dimer)/PDI_(complex)
E2/ERA_(dimer)/TIF2_(complex)
E2/ERA_(dimer)/Src—1_(complex)
E2/ERA (dimer)/PCNA_ complex
E2/ERA_(dimer)/LCOR_(complex
E2/ERA_(dimer)/REA_(complex)
E2/ERA_(dimer)/DP97 (complex)
E2/ERA _(dimer)/POU4F2 (complex
E2/ERA (dimer)/POU4F1_(complex
LKB1/ER alpha_(complex)
Estro en/Estrog en/ER alpha/ER alpha/CoA_(complex)
pha/Oestrogen_(complex)
ESR1 homodimer_(complex)
ERA/SMAD4_(complex)
ERA/HDAC4 (complex)
HDAC4/ER alpha_(complex)
ERA/STATS5A (complex)
ERA/SMRT (complex)
ERA/NCOR1 complex
E2/ERA/ERB_(complex
ERA/NROB2 (complex)
M ERA/MRF1_{complex)
ERA/HET (complex)
ERA/PP32 (complex)
ESR1/estrogen_(complex)
ERA/TAF1B_(complex)




