
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. FUT8 expression in invasive or metastatic breast cancers. (A) FUT8 

expression analysis of TCGA Breast Cancer (BRCA) cohort using UCSC Xena 

browser (https://xenabrowser.net). (B) FUT8 expression of matched ductal 

carcinomas in situ (DCIS) and invasive component (IDC) of seven breast ductal 

carcinoma patients [1]. Data are median (horizontal line), upper and lower quartiles 

(box edges) and ranges (whiskers). 
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