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Figure S3. Upregulation of FUT8 is associated with poor prognosis in breast cancer
patients. (A) Kaplan-Meier disease-free survival curves for patients with breast cancer
by FUT8-high (n= 29) or FUT8-low (n= 25) status [1]. (B) Kaplan-Meier distant
metastasis-free survival curves for patients with breast cancer by FUT8-high (n= 67)
or FUT8-low (n= 69) status [2]. (C) Kaplan-Meier overall survival curve for patients
with breast cancer by FUT8-high (n= 21) or FUT8-low (n= 134) status [3].
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