Table S5 List of 52 genes differentially expressed in Long-standing RA (LSRA) versus Controls (C)

uniqlD IMAGE Id UGCluster Name Symbol LS RA Group mean C Group mean Fold change P value
33 123991 Hs.524910 Ferritin, heavy polypeptide 1 FTH1 -0.985 -0.144 6.85 1.01E-03
42 122764 Hs.33642 Archain 1 ARCN1 -0.705 -0.102 6.90 1.18E-03
103 114323 Data not found -1.319 -0.275 4.79 3.08E-03
111 110892 Hs.533732 Signal recognition particle 14kDa SRP14 -0.872 -0.136 6.41 3.87E-03
309 113173 Data not found 0.360 -0.096 -3.76 9.25E-03
362 110105 Hs.701982 Interleukin 1 receptor, type | IL1IR1 0.204 -0.010 -21.11 2.13E-03
623 109097 Hs.397609 Ribosomal protein S16 RPS16 -0.794 -0.165 481 9.46E-03
1351 61466 Hs.292265 Zinc finger, MYND domain containing 11 ZMYND11 -0.839 0.115 -7.29 9.91E-03
1373 120298 Hs.469473 Ribosomal protein L31 RPL31 -0.469 -0.017 27.65 4.92E-03
1564 129473 Data not found -0.864 -0.008 114.92 8.99E-03
1687 115389 Hs.433057 F-box and leucine-rich repeat protein 7 FBXL7 -0.554 0.053 -10.36 8.80E-03
1757 109205 Hs.381061 Ribosomal protein L19 RPL19 -0.966 -0.112 8.63 7.64E-03
2380 116522 Hs.272168 Serine incorporator 3 SERINC3 -0.289 -0.070 4.12 6.37E-03
2524 116104 Data not found -1.356 -0.171 7.93 6.33E-04
3027 111193 Hs.381219 Ribosomal protein L15 RPL15 -0.461 0.017 -27.08 4.86E-03
4237 72927 Hs.286226 Myosin IC MYO1C 0.685 0.121 5.65 5.13E-03
4309 21542 Hs.635441 Insulin-like growth factor binding protein 5 IGFBP5 -0.843 -0.037 22.99 1.87E-03
4475 207054 Hs.388664 Ribosomal protein L11 RPL11 -1.004 -0.163 6.16 7.16E-03
4830 347570  In multiple clusters -0.931 -0.093 10.02 7.26E-03
4981 245474 Hs.361463 Coagulation factor X F10 0.302 -0.071 -4.26 6.03E-03
5043 234320 Data not found 0.230 -0.206 -1.11 5.92E-03
5696 110385 Hs.512619 Thymidine kinase 2, mitochondrial TK2 0.282 -0.148 -1.91 2.22E-03
5768 25214 In multiple clusters 0.347 -0.128 -2.71 8.40E-03
5924 211296 Hs.687315 Transcribed locus -0.443 0.008 -57.11 6.75E-03
5947 78468 Hs.567508 Unc-93 homolog A (C. elegans) UNC93A 0.513 0.005 99.63 5.41E-03
6096 229446 Data not found 0.383 0.0005 782.90 7.12E-03
6320 211423 Data not found -0.665 -0.033 20.08 6.65E-04
6493 243312 Hs.42009 Transcribed locus -0.488 -0.024 20.65 4.68E-03
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Poliovirus receptor-related 1
Acyl-Coenzyme A oxidase 2, branched chain
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cytochrome c oxidase assembly protein
Neurensin 2

Ubiquitin-conjugating enzyme E2H
TIMP metallopeptidase inhibitor 1
Enoyl Coenzyme A hydratase domain containing 1
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Retinol binding protein 4, plasma
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Prolyl endopeptidase

CD99 molecule-like 2

Solute carrier family 7, member 2
ADP-ribosylation factor-like 16
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Zinc finger protein 331
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