SO

T2

10

-T70

..+_ w—es

AA AC cC

AC+CC
o P value
Genotype No. Patients FNIIDD ./Ot.iStd'
eviation uncor rected corrected

AA 51 65+4.4

AC 42 45+ 3.9 0.02* 0.03*

CC 15 39+38
AC+CC 57 43 +39 0.005 " 0.017

* Genotype distribution.

TMTHF 1298AC plus MTHF 1298CC compared to MTHF 1298AA genotype.
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		Genotype

		No. Patients

		FMD % ±Std. Deviation

		P value



		

		

		

		uncorrected

		corrected



		AA

		51

		6.5 ± 4.4

		0.02*

		



		AC

		42

		4.5 ± 3.9

		

		0.03*



		CC

		15

		3.9 ± 3.8

		

		



		AC+CC

		57

		4.3  ± 3.9

		0.005 ¶

		0.01 ¶





* Genotype distribution.


¶ MTHF 1298AC plus MTHF 1298CC compared to MTHF 1298AA genotype.
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