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Figure S1: Classifier results in whole sample. Displayed are receiver operating characteristic (ROC) curves of support vector machine classifier to 
predict amyloid pathology. Red: results from the combined classifier, including demographic information, neuropsychological tests, MRI measures, and 
APOE ε4 genotype. The specific features selected are provided in Additional file 1: Table S8. In blue, yellow and green are displayed the classifier results 
from demographic information combined with only neuropsychology (green), or MRI measures (blue), or APOE ε4 genotype (yellow). ROC area differences 
are assessed with DeLong’s test (* p < 0.05; ** p < 0.001).  

  



 

Figure S2: Classifier results including demographic, neuropsychological, APOE measures. Displayed are receiver operating characteristic 
(ROC) curves of support vector machine classifier to predict amyloid pathology using demographic, neuropsychological, APOE information in cognitively 
normal (left), mild cognitive impairment (middle) and whole sample (right). ROC areas of both cognitively normal and whole sample were statistically 
different (DeLong’s test p < 0.05) from the ROC areas derived with the classifier including demographic, neuropsychological, MRI and APOE variables 
(displayed in Figure 1).  

 



 

Figure S3: Classifier results only including MRI measures. Displayed are receiver operating characteristic (ROC) curves of support vector machine 
classifier to predict amyloid pathology using only information derived from MRI in cognitively normal (left), mild cognitive impairment (middle) and whole 
sample (right). ROC areas of all groups were statistically different (DeLong’s test p < 0.05) from the ROC areas obtained with the classifier including 
demographic, neuropsychological, MRI and APOE variables (displayed in Figure 1 and Figure S1).  

	

	


