
 
 
UBE3A protein levels did not correlate with PWS-IC methylation. 

In all cases the positive trend between UBE3A protein level and methylation was similar to 

transcript level and methylation however it did not reach significance (a) nor did the other 

groups when analyzed separately (b-d). Significance was calculated by a simple regression 

analysis. (◊ Dup15q, ∆ Autism,    Control) 


