Supplementary Table 1. Heritability estimates and their standard errors (se) using 391,425 SNP when
AGP and SSC simplex family data are combined or only multiplex AGP families are analyzed. Analyses
include all HealthABC and NGRC control samples.

Multiplex Simplex

estimate se estimate se
Probands 0.617 0.129 | 0.371 0.045
Mothers 0.326 0.126 | 0.258 0.045
Fathers 0.609 0.131 | 0.266 0.045
Pseudo Controls 0.454 0.131 | 0.152 0.044




