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Fig. S2. Expression profile from two patient-derived MYCNA tumours  

Enriched GO terms based on DE genes from two patient-derived MYCNA tumours. A Top 20 
enriched GO terms of downregulated DE genes of public available human dataset 
(https://www.ncbi.nlm.nih.gov/geo/, GSE161449). The comparison is patient-derived 
MYCNA RB1 proficient retinoblastoma cell lines versus the same cell line with MYCNOS1 
silencing. B Top 20 enriched GO terms of upregulated DE genes of public available human 
dataset (https://www.biosino.org/node/index, OEP000103). The comparison is MYCNA RB1 
deficient retinoblastoma tumour versus para tumour tissue. C Top 20 enriched GO terms of 
downregulated DE genes of public available human dataset 
(https://www.biosino.org/node/index, OEP000103). The comparison is MYCNA RB1 deficient 
retinoblastoma tumour versus para tumour tissue.  

 

A Top 20 enriched GO terms of downregulated DE genes (GSE161449)

B Top 20 enriched GO terms of upregulated DE genes (OEP000103)

C Top 20 enriched GO terms of downregulated DE genes (OEP000103)



 

A Top 20 enriched GO terms of downregulated DE genes (GSE161449)

B Top 20 enriched GO terms of upregulated DE genes (OEP000103)

C Top 20 enriched GO terms of downregulated DE genes (OEP000103)


