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SUPPLEMENTARY FIGURES 
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Supplementary Figure S1. A) Alpha diversity of affected and unaffected areas behind the ear 

and on the elbow before (T1) and after (T2) balneotherapy. Alpha diversity is reported both as 

number of observed OTUs (i.e. species richness) as well as Shannon diversity index (i.e. 

species diversity). B) The 30 most abundant OTUs on the affected and unaffected skin of 

psoriatic patients before balneotherapy. C) Principal Component Analysis (PCoA) of pairwise 

Bray-Curtis dissimilarities on taxonomic composition shows no clear separation between 

affected and unaffected areas at the same location or between timepoints. D) PCoA of pairwise 

Bray-Curtis dissimilarities on taxonomic composition shows no clear separation between 

affected and unaffected areas before thermal treatment and a slight separation afterwards.  
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Supplementary Figure S2. A) Differentially abundant genera on the elbow skin affected by 

psoriasis before (T1) and after (T2) balneotherapy. No genera were significantly differentially 

abundant before and after balneotherapy on the psoriatic skin behind the ear. B) Differentially 
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abundant genera on the unaffected skin before (T1) and after (T2) balneotherapy. C) 

Differentially abundant genera on the skin not affected by psoriasis before (T1) and after (T2) 

thermal treatment in patients that reported an improvement after balneotherapy. D) PCoA of 

fecal samples Beta-diversity before (T1) and after (T2) thermal treatments. E) Alpha 

diversity of fecal samples before (T1) and after (T2) thermal treatments. Alpha diversity is 

reported both as number of observed OTUs (i.e. species richness) as well as Shannon 

diversity index (i.e. species diversity).  
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SUPPLEMENTARY MATERIALS LEGENDS 

Supplementary Material S1. Clinical and anthropometric characteristics of the selected 

patient cohort (N=43). Missing data (N=2). 

Supplementary Material S2. Tab1. OTU table of skin samples; Tab2. genus level taxonomic 

composition of skin samples. 

Supplementary Material S3. Tab1. Differential genera between elbow and ear skin samples 

at baseline. Tab2. Differential genera before and after balneotherapy on diseased elbows. Tab3. 

Differential genera before and after balneotherapy on diseased ears of patients who reported an 

improvement. Tab4. Differential genera before and after balneotherapy on diseased elbows of 

patients who reported an improvement. Tab5. Differential bacterial species before and after 

balneotherapy on diseased elbows of patients who reported an improvement. Tab6. 

Comparison of significantly differential genera after balneotherapy between responders vs non-

responders. 

Supplementary Material S4. Tab1. Species-level taxonomic composition of fecal samples. 

Tab2. Functional differences between the microbiome of responders and non-responders. 


