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Isolate ID FarmID Source
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05CS013M
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19RC001U
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05CS011M
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Figure S1. Rep-MP3 PCR analysis of MRSA isolates from workers (n=19) and swine (n=107). The dendrogram
was generated with BioNumerics (Applied Maths) using the unweighted pair-group method with arithmetic
averages (UPGMA) and the Dice coefficient. Boxes (A to F) denote clusters of isolates with a similar profile
(>90% similarity). Human MRSA isolates (2/19) for which a correlation with swine isolates from the same
farm has not been observed are marked with a black circle. S. aureus ATCC 43300 was included as outgroup

for analysis.



