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supplementary Figure 1.
Patient �ow as well as diagnostic and therapeutic interventions in the biomarker study (cohort I ) and in the pilot
phase of the HIT-HGG Rez Immunovac trial (cohort II).
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supplementary Figure 3.
Phenotype of plasmacytoid and conventional dendritic cells (cDC2) in peripheral blood of HGG patients before (left graphs, n=22) and after
neurosurgery (right graphs, n=11) compared to healthy controls (n=9). In a standard lyse/wash-procedure, white blood cells were stained with
 the respective monoclonal antibodies and analyzed on a FACS Canto II. Plasmacytoid DCs were identified as SSClow/CD303+, myeloid DCs as
SSClow/CD1c+ events, and the respective surface marker expression was determined on gated cells using FlowJo 9.6. 



Supplementary Table 1. Difference in mean biomarker levels in patients with tumor relapse 
compared to those with primary tumor. 

Biomarker variable Mean difference (95% CI) 
of relapse vs. primary 

P-value for 
relapse a 

Interaction 
P-value b 

Leukocytes [1000/µL] –6.3 (–8.5 to –4.2) <0.001 0.825 

Neutrophil granulocytes [1000/µL] –5.7 (–7.6 to –3.7) <0.001 0.805 

Lymphocytes [100/µL] –2.0 (–6.5 to +2.6) 0.387 0.405 

CD3+ [100/µL]    

 All patients –0.2 (–3.4 to +3.1) 0.914  

 WHO IV° adults –4.0 (–7.9 to +0.1) 0.043 

 WHO III° adults + IV° children +1.1 (–3.9 to +6.2) 0.654 
0.112 

CD4+ [100/µL]    

 All patients –0.6 (–2.6 to +1.5) 0.573  

 WHO IV° adults –3.0 (–5.5 to –0.5) 0.019 

 WHO III° adults + IV° children +1.1 (–2.2 to +4.4) 0.507 
0.051 

CD8+ [100/µL] +0.1 (–1.3 to + 1.5) 0.870 0.566 

CD16+/CD56+ [100/µL] –0.7 (–1.5 to +0.1) 0.069 0.730 

 Geometric mean ratio (95% CI)   

CD14+ HLA– DR– [%] 0.9 (0.3 to 2.4) 0.800 0.953 

CD303 [%] 3.3 (1.4 to 7.7) 0.009 0.325 

CD1c [%] 0.6 (0.3 to 1.4) 0.226 0.853 

IL-10 1.5 (0.7 to 3.6) 0.313 0.240 

IL-4 1.2 (0.8 to 1.7) 0.466 0.477 

IL-5 1.2 (0.7 to 2.1) 0.425 0.556 

IL-2 1.3 (0.6 to 2.7) 0.479 0.878 
a Results in subgroup analysis of WHO IV adults and the pooled WHO III adults and WHO IV children 
are provided only when the interaction p-value was < 0.2. 

b Test of the null hypothesis that mean differences between relapses and primary tumors were the 
same in WHO IV adults and the pooled group of WHO III adults and WHO IV children. 


