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Figure S$1

Extracellular 16-colour antibody panel for flow cytometry analysis.

T cell memory differentiation and exhaustion markers.
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Analysis for potential co-variables

(A) Equal representation of males and females in the PC and CG
patient groups (Fisher’s exact test). (B) Predominance of patients
who received prior adjuvant chemotherapy (Prior CTx) in PC
versus CG patients (Fisher’s exact test). (C) Patient ages in PC
and CG groups (MW test). (D) MC9 cell frequencies correlated with
patient age (Pearson R? = 0.265, p < 0.0001).
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Phenotypic definition of omental fat T cells contributing to MC9.

Combined dataset from n=34 PC patients comparing MC9 cells
(blue) and all other events (grey). (A) Plot of CD4 versus CD8
expression. (B) Plot of CD45RA versus CCR7 expression. (C) Plot
of CD27 versus CD28. (D) Plot of VISTA versus TIGIT. (E) Plot of
CD57 versus CD39. (F) Plot of CD279 versus HLA-DR.
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Phenotypic definition of omental fat T cells over- or under-represented in

PC patients. Overlay plots comparing manually gated T cells (blue =
underrepresented, red = overrepresented) and all other ungated cells

(grey). Level of expression for every single marker.



