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Term
CIRCADIAN_RHYTHM_MAMMAL
ES=-0.83,NES=-1.8,P=0,FDR=0.18
METABOLISM_OF_XENOBIOTICS_
BY_CYTOCHROME_P450
ES=0.61,NES=1.7,P=0,FDR=0.16
ARACHIDONIC_ACID_METABOLISM
ES=0.6,NES=1.7,P=0,FDR=0.16
DRUG_METABOLISM_CYTOCHROME_P450
ES=0.63,NES=1.7,P=0,FDR=0.17
RETINOL_METABOLISM
ES=0.65,NES=1.8,P=0,FDR=0.15
NEUROACTIVE_LIGAND
_RECEPTOR_INTERACTION
ES=0.63,NES=1.8,P=0,FDR=0.18
OLFACTORY_TRANSDUCTION
ES=0.59,NES=1.9,P=0,FDR=0.098
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