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RefSeq Genes

Ensembl Gene Predictions - archive 75 - feb2014

CpG Islands (Islands < 300 Bases are Light Green)

H3K27Ac Mark (Often Found Near Active Regulatory Elements) on 7 cell lines from ENCODE

GM12878 Methylation 450K Bead Array from ENCODE/HAIB

Chromatin State Segmentation by HMM from ENCODE/Broad

DNaseI Hypersensitivity Clusters in 125 cell types from ENCODE (V3)

DNaseI Hypersensitivity Uniform Peaks from ENCODE/Analysis

Transcription Factor ChIP-seq Uniform Peaks from ENCODE/Analysis

GM12878 Nucleosome Signal from ENCODE/Stanford/BYU

K562 Nucleosome Signal from ENCODE/Stanford/BYU

MeDIP-seq CpG Score

LNCaP H3K4me3 Histone Mod ChIP-seq Raw Sig 1 from ENCODE/UW
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