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Autophagy and Stemness(CRYAB)
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d Immune cell infiltration (CRYAB)

Signal Transduction Pathways (CRYAB)

Hypoxia and angiogenesis  (CRYAB)
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1  MDIAIHHPWIRRPFFPFHSPSRLFDQFFGEHLLESDLFPTSTSLSPFYLRPPSFLRAPSW 60 

MDIAIHHPWIRRPFFPFHSPSRLFDQFFGEHLLESDLFT+TSLSPFYLRPPSFLRAPSW

1   MDIAIHHPWIRRPFFPFHSPSRLFDQFFGEHLLESDLFSTATSLSPFYLRPPSFLRAPSW 60

61 FDTGLSEMRLEKDRFSVNLDVKHFSPEELKVKVLGDVIEVHGKHEERQDEHGFISREFHR 120 

DTGLSEMRLEKDRFSVNLDVKHFSPEELKVKVLGDVIEVHGKHEERQDEHGFISREFHR

61 IDTGLSEMRLEKDRFSVNLDVKHFSPEELKVKVLGDVIEVHGKHEERQDEHGFISREFHR 120

121 KYRIPADVDPLTITSSLSSDGVLTVNGPRKQVSGPERTIPITREEKPAVTAAPKK175

KYRIPADVDPLTITSSLSSDGVLTVNGPRKQVSGPERTIPITREEKPAV AAPKK

121  KYRIPADVDPLTITSSLSSDGVLTVNGPRKQVSGPERTIPITREEKPAVAAAPKK 175
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Fig. S6
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Leukocyte proliferation

Axon development

Negative regulation of intracellular signal transduction

In Utero embryonic development

Positive regulation of neuron differentiation

mRNA processing

Covalent chromatin modification

Positive regulation of cell projection organization

Negative regulation of immune system process

Regulation of leukocyte activation

Response to oxidative stress

Ribose phosphate metabolic process

Protein polyubiquitination

Dendrite development

Pyridine-containing compound metabolic process

Organic hydroxyl compound metabolic process

Nucleobase-containing small molecular biosynthetic process

Cellular aldehyde metabolic process Peptidyl serine modification

Peptidyl-serine modification

Cellular modified amino acid metabolic process

Fig. S8a

Bsg Basigin Extracellular matrix metalloproteinase 

inducer (EMMPRIN) or (CD147): 

Crabp2
Cellular retinoic acid-

binding protein 2

Role in metastasis of lung cancer is 

unclear.

Hells
Lymphocyte-specific 

helicase

Elevated expression in aggressive 

metastatic tumor

Sar1b
GTP-binding protein 

SAR1b

Associated with shorter overall survival 

time in patients with CRC.

Eif4b
Eukaryotic translation 

initiation factor 4B

The chemo-resistance and metastasis 

characteristics of NSCLC 

Co-occurrence Analysis

A B p-Value q-Value

CRYAB BSG <0.001 <0.001

CRYAB HELLS <0.001 <0.001

BSG EIF4B <0.001 <0.001

CRABP2 HELLS 0.005 0.012

HELLS EIF4B <0.001 <0.001

HELLS SAR1B <0.001 <0.001

SAR1B EIF4B 0.006 0.012

b

c

Normalized enrichment ratio

Biological processes
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