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Supplementary Figure 2

cTMEM119

P2ry12 

Iba1

a

0-10 3 10 3 10 4 10 5

0

-10 3

10 3

10 4

10 5

CD11b-FITCC
D

45
-A

le
xa

70
0

iMGLs b

IPSC HPC differentiation 

0 12
Days in culture

4022 3714 16 18 20 24 26 28 30 32 34 36

 iMGL differentiation (+IL-34, M-CSF, TGFb)

                +IL-34, M-CSF, TGFb
                   +CD200, CX3CL1

analysis 

          
CD43+CD34+CD45+ 
     cells sorting

iMGLs 
MΦ

d

e

TREM2 

f

 N
R

 C
TR

L

TREM2 

TREM2 

2 3 5 7 10

16 20 22 24 30 37 40
0

500

1000

1500

Days in culture

sT
RE

M
2 

 [p
g/

m
l]

MΦ

g

AnnexinV 

Pr
op

id
iu

m
 Io

di
de

 

0 10 3 10 4 10 5

0

-10 2

10 2

10 3

10 4

10 5

0 10 3 10 4 10 5

0

-10 2

10 2

10 3

10 4

10 5

0 10 3 10 4 10 5

0

-10 2

10 2

10 3

10 4

10 50.40% 0.0.35%

99.4% 0.13%

0.36%

96.1%

0.78%

2.74%

4.60% 2.98%

85.9% 6.51%

SB CTRL NHD1 NHD2

A
nx

V
+  P

I+  c
el

ls
 

SB C
TRL

 N
R C

TRL 

NHD1
NHD2

0

10

20

30

40

h

 N
R

 C
TR

L
 N

R
 C

TR
L

 TMEM TREM2 DAPI

P2ry12 TREM2 DAPI

Iba1 TREM2 DAPI

D18 D24 D42 D48
0

1000

2000

3000

4000

5000

Days in culture

sT
R

EM
2 

 [p
g/

m
l]

NR CTRL2
HET1
HET2
NHD3

ns

ns

0-10 3 10 3 10 4 10 5

0
-10

3

10 3

10 4

10 5

0-10 3 10 3 10 4 10 5

0

-10 3

10 3

10 4

10 5

0-10 3 10 3 10 4 10 5

0

-10 3

10 3

10 4

10 5

0-10 3 10 3 10 4 10 5

0

-10 3

10 3

10 4

10 5

0-10 3 10 3 10 4 10 5

TREM2-APCga
te

d 
on

 C
D

45
in

t C
D

11
b+

28.9% 33.3% 3.20% 4.08%

NR CTRL2 HET1 HET2 NHD3
427

1127
1392

579
663

TREM2-APC

Isotype
NR CTRL2
HET1
HET2
NHD3

j

TR
EM

2 
iM

G
L

k

l m

n

0.0

0.5

1.0

1.5

HET1

 N
R C

TRL2
 

HET2
NHD3

0-10 3 10 3 10 4 10 5

0

-10 3

10 3

10 4

10 5

NR CTRL

28.8%

TREM2-APCga
te

d 
on

 C
D

45
in

t C
D

11
b+

i

 NR CTRL2 

 HET1
 HET2

NHD3

TREM2

GAPDH

NR CTRLSB CTRL NHD1 NHD2

o



Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5 
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Supplementary Figure 6


