
Supplementary table 1 
 

Gene N No subclass transition 
(n=22) 

Subclass transition 
(n=10) 

P value 

MDM4, n (%)     
No alteration 30 (93.8) 21 (95.5) 9 (90.0) 0.56 Amplification 2 (6.2) 1 (4.5) 1 (10.0) 

FGFR3, n (%)     
No alteration 30 (93.8) 22 (100.0) 8 (80.0) 0.09 Amplification 2 (6.2) 0 (0.0) 2 (20.0) 

PDGFR, n (%)     
No alteration 29 (90.6) 19 (86.4) 10 (100.0) 0.22 
Loss 3 (9.4) 3 (13.6) 0 (0.0) 

TERT, n (%)     
No alteration 28 (87.5) 20 (90.9) 8 (0.0) 

0.46 Loss 4 (12.5) 2 (9.1) 2 (20.0) 
EGFR, n (%)     

No alteration 16 (50.0) 11 (50.0) 5 (50.0) 0.99 Amplification 16 (50.0) 11 (50.0) 5 (50.0) 
MET, n (%)     

No alteration 30 (93.8) 21 (95.5) 9 (90.0) 0.56 Amplification 2 (6.2) 1 (4.5) 1 (10.0) 
CDKN2A/B, n (%)     

No alteration 15 (46.9) 11 (50.0) 4 (40.0) 0.59 
Loss 17 (53.1) 11 (50.0) 6 (60.0) 

CDK4, n (%)     
No alteration 28 (87.5) 19 (86.4) 9 (90.0) 

0.77 Amplification 4 (12.5) 3 (13.6) 1 (10.0) 
MDM2, n (%)     

No alteration 30 (93.8) 21 (95.5) 9 (90.0) 0.56 Amplification 2 (6.3) 1 (4.5) 1 (10.0) 
C19MC, n (%)     

No alteration 26 (81.3) 18 (81.8) 8 (80.0) 0.90 Loss 6 (18.8) 4 (18.2) 2 (20.0) 

 


