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Figure S1. The distribution of gender, age and class variables. Psoriasis samples are marked with blue
color and controls with red. Although males are overrepresented, the distribution of class and age are

comparable between sexes.



1 -EPI (802.50) CE (-30): Exp 5, 6.345 to 6.820 min from Sample 13 (serum_n... Max. 7.8e4 cps.
742.62
7.5e4
7.0e4
6.5e4
6.0e4 -
5.5e4
5.0e4 -
4.5e4
4.0e4
3.5e4
3.0e4
2.5e4
2.0e4
1.5e4

1.0e4 - 279.28
255.29

Intensity, cps

802.60

5000.0

480.48
> - S . . . . .
50 100 150 200 250 300 350 400 450 500 550 600 650 700 750 800 850 900
m/z, amu

Figure S2a. Fragmentation spectrum of m/z 802.5 in negative ionization.
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Figure S2b. Fragmentation spectrum of PC(16:0/18:1) in negative ionization.



1 +EPI (496.38) CE (30): Exp 5, 7.087 to 8.058 min from Sample 7 (serum_pos...
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Figure S3a. Fragmentation spectrum of m/z 496.38 in positive ionization.
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Figure S3b. Fragmentation spectrum of PC(16:0/0:0) in positive ionization



1 -EPI (541.32) CE (-20): Exp 4, 8.627 to 8.834 min from Sample 19 (serum_n... Max. 6.3e4 cps.
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Figure S4a. Fragmentation spectrum of m/z 541.32 in negative ionization.
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Figure S4b. Fragmentation spectrum of PC(16:0/0:0) in negative ionization.



I +EPI (760.56) CE (40): Exp 9, 8.570 min from Sample 8 (serum_pos_frag_54... Max. 1.0e6 cps.
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Figure S5a. Fragmentation spectrum of m/z 760.56 in positive ionization.
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Figure S5b. Fragmentation spectrum of PC(16:0/18:1) in positive ionization.




I +EPI (522.36) CE (30): Exp 5, 7.242 to 7.927 min from Sample 6 (serum_pos... Max. 1.4e6 cps.
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Figure S6a. Fragmentation spectrum of 522.36 m/z in positive ionization.
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Figure S6b. Fragmentation spectrum of PC(18:1/0:0) in positive ionization.



1 -EPI (556.32) CE (-30): Exp 2, 8.124 to 8.599 min from Sample 13 (serum_n... Max. 6.7e4 cps.
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Figure S7a. Fragmentation spectrum of m/z 556.32 in negative ionization.
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Figure S7b. Fragmentation spectrum of PC(18:1/0:0) in negative ionization.



I +EPI (544.38) CE (30): Exp 2, 7.551 to 8.125 min from Sample 8 (serum_pos... Max. 4.5e5 cps.
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Figure S8a. Fragmentation spectrum of m/z 544.38 in positive ionization.
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Figure S8b. Fragmentation spectrum of PC(20:4/0:0) in positive ionization.



1 +EPI (502.38) CE (30): Exp 2, 7.426 to 7.761 min from Sample 6 (serum_pos...
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Figure S9a. Fragmentation spectrum of m/z 502.38 in positive ionization.
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Figure S9b. Fragmentation spectrum of PE(18:1/20:4) in positive ionization.
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Figure S10a. Fragmentation spectrum of m/z 297.06 in positive ionization.

Phytol ,mixture of isomers; LC-ESI-QTOF; MS2; CE:Ramp 5-60 V; [M+H]+
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Figure S10b. Fragmentation spectrum of phytol in positive ionization.



1 +EPI (126.00) CE (20): Exp 4, 16.880 to 17.411 min from Sample 4 (serum_p... Max. 1.0e5 cps.
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Figure S11a. Fragmentation spectrum of m/z 126 in positive ionization.

Taurine; LC-ESI-QTOF; MS2; CE:Ramp 5-60 V; [M+H]+
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Figure S11b. Fragmentation spectrum of taurine in positive ionization.
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Figure S12a. Fragmentation spectrum of m/z 243.12 in negative ionization.
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Figure S12b. Fragmentation spectrum of 1,11-undecanedicarboxylic acid in negative ionization
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Figure S13a. Fragmentation spectrum of m/z 60.96 in positive ionization
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Figure S13b. Fragmentation spectrum of urea in positive ionization.



