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Text S2: Characteristic expression alterations of immune-relevant pathways in
individual patient-matched metastasis pairs

The following points summarize details to specific immune pathway overrepresentations of in-
dividual metastasis pairs based on Figure 3C of the main manuscript.

• Nature killer cell mediated cytotoxicity genes were enriched for differential expression
in 12 metastasis pairs. An enrichment of increased expression was only observed for
P42_BLym-2 and an enrichment of decreased expression was found for 11 other metas-
tasis pairs (P106_BLym, P108_BLym, P13_BLym, P3_BLun, P39_BLun, P4_BSki-1,
P4_BSki-2, P74_BLym, P77_BLym, P8_BSof-1, P8_BSof-2).

• Genes of the TH17 cell differentiation pathway were significantly enriched for differential
expression in 12 patient-matched metastasis pairs. Both metastasis pairs of patient P42
(P42_BLym-1, P42_BLym-2) were enriched for increased expression of TH17 pathway
genes. Enrichment of decreased expression of TH17 pathway genes was found for ten
metastasis pairs (P108_BLym, P13_BLym, P3_BLun, P39_BLun, P4_BSki-1, P4_BSki-2,
P74_BLym, P77_BLym, P8_BSof-1, P8_BSof-2).

• Further, genes of the Th1 and Th2 cell differentiation pathway were enriched for dif-
ferential expression in 11 metastasis pairs. Again, both metastases of patient P42
(P42_BLym-1, P42_BLym-2) were enriched for increased expression of TH1 and TH2
pathway genes. Decreased expression of TH1 and Th2 pathway genes was enriched
for nine metastasis pairs (P108_BLym, P13_BLym, P3_BLun, P39_BLun, P4_BSki-1,
P4_BSki-2, P74_BLym, P77_BLym, P8_BSof-1).

• Finally, genes of the antigen processing and presentation pathways were enriched for
differential expression in ten metastasis pairs. Again, patient P42 also showed an enrich-
ment of genes with increased expression for both of its metastasis pairs (P42_BLym-1,
P42_BLym-2). Additionally, enrichment for decreased expression was observed for eight
metastasis pairs (P108_BLym, P13_BLym, P3_BLun, P39_BLun, P4_BSki-1, P4_BSki-2,
P74_BLym, P77_BLym).
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