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Table S3 RAVs in 7 patients with virologic failure

Day 1 At failure

Patient GT NS3 NS5A NS3 NS5A
110182 1b WT Y93Y/H WT L31M, Y93H
105810 1b WT WT WT Y93H
105330 1b WT L31mM WT L31M, YO3H
110313 1b WT WT WT Y93H?
105135 1b WT Y93H WT Y93H
105804 1b WT Y93H WT L31M, Y93H
105136 1b WT WT WT L31M, YO3H

GT genotype, HCV hepatitis C virus, RAVs resistance-associated variants, WT wild-type
a3 At time of failure (follow-up week 4), HCV RNA was insufficient (<3 log IU/mL) for RAV analysis

in this patient. At follow up week 12, HCV RNA was sufficient to detect Y93H



